B Baseline_PRigificantimmRepirsepiedpigxa

P_Bactleroidetes
O_Bacteroidales
C_Bacteroidia
F_Prevdtellaceae
G_Prevotella
S_Prevotdlla_melan|nogenica
C_Bacilli
O_Lactdpbacillales
G_Streptococcus
_Streptocpccaceae
S_Porghyromongs_pasteri
G_Porphyromonas
F_Porphyromopadaceae
O_Fusobgcteriales
C_Fusg¢bacteriia
P_Fuspbacteria
P_Actinpbacteria
C_Actinomycetia
G_Fusoljacterium
F_Fusobacferiaceae
S_Kusobacteffium_periodonticum
Fl Actinomycetaceae
O_Actinomycetales
S_Streptococcus_kalivarius
G_Alloprevotella
S_Prejotella_nanceiensis
G| Schaalia
9 Prevotella_pallens
G_Leptotrichia
F_Leptotrjchiaceae
F_Lachnogpiraceae
O_Eubagcteriales
C_[lostridia
S_Sdhaalia_od¢ntolytica
S_Leptotfichia_sp_ |[HMT_417
S_Streptofoccus_miltispecies| spp29_2
9 Alloprevgtella_sp_ [HMT_308
S_$treptocodcus_mitis
S_Alloprevotella_sp_ HMT_473_noy_97_347
S [Prevotellal histicola
S_Prevotella_jejuni
S_Lachnospiraceae_ G_2_ Hacterium_HMT_096
G_Lachnospiracdae_ G_2_
G_Rothia
F_Microcpccaceae
O_Micrpcoccales
$_Prevotella_salivae
F_Yaccharibacteria_ TNI7__F 1_
O_Spccharibagteria_ TM7___ O_1_
C_Saccharibafteria_ TM7__ C 1_
P_Sacdharibactefia_ TM7_
S_Streptococcus| infantis_dlade_431
S_Rothia_mugilaginosa
G_Grarjulicatella
F|Carnobacteriaceae
S_Prevotella_vespertina
S_Granulicatella)adiacens
G_Orijacterium
S_Ytreptococfus_paraspnguinis_dlade_411
G_Spccharibafgteria_ TM7___ G_1_
S_Satcharibacteria_ TM7__G_1_ Hacterium_|HMT_352
S_Prevotella_aprantiaca
S_Leptotrichia_sp_|HMT_215
S_Prevotglla_shahii
O_Flavobgcteriales
C_Flavgbacteriia
S_Streptococcyis_downii
9 Alloprevgtella_sp_ [HMT_914
S_Alloprevotella|tannerae
G_Actjnomyces
b_Prevotella_sp_ HMT_305_nopy_93_865
F_Weekkellaceae
G_Rliemerella
S_Riemgrella_sp_ [HMT_322
9 Alloprevgtella_sp_ [HMT_473
G_|autropia
[ Burkholgleriaceae

O_Burkhplderiales

wn

|Lautropial mirabilis
b_Veillone|la_dispar
S_Streptococcus| australis
S_Schaalip_lingnae
b_Haemoghilus_sp_ [HMT_036
S| Streptocqccus_sp_ [HMT_423
S |Oribacterium_sinus
S_Streptococdqus_multispecies_spgnll_2 nop_97 976
S_Strepfococcus_gristatus_dlade_578
S_Rothia_derftocariosa
S_Catondlla_morbi
G_[Catonella
S_Schaalia_sp_|HMT_180
S| Streptocqccus_sp_ [HMT_066
C_Erysipelotrichia
G_Solohacterium
S_Solobacteriufn_moorei
O_Erysipelptrichales
b_Haemoghilus_haemolyticus
G_Abgconditabafcteria_ SR1__ G _1_
S_Abscpnditabacferia_ SRl G_1_ Hacterium_|HMT_875
F_Erysipelotfichaceae
O_Abdconditabafcteria_ SR1__ O_1_
F_Abgconditabgcteria_ SR1__F 1_
P_Abscornditabactefia_ SR1_
C_Abgconditabgcteria_ SR1__ C 1_
S| Streptocqccus_sp_ [HMT_061
G_Spccharibagteria_ TM7__ G_6_
S_Satcharibacferia_ TM7__ G_6__Hacterium_[HMT_870
S_Schaalia_sp_ |HMT_172
S_Streptococcus_kanguinis
S_Streptofoccus_chpsunense
S_Veillpnella_tobgtsuensis
C_Corigbacteriia

G_Landqefieldella

Q

S_Lancefieldellg_parvula
F_Atopobiaceae
O_Coriobgcteriales
S_Oribackerium_miiltispecies| spp10_2
S_Actingmyces_grpevenitzii
S_Streptofoccus_miltispecies| spp53_2

G Gemella
F_Gemellaceae

O_Bacillales
S_Fusobgcterium_hwasookii
5_Actinomyces_sp_ [HMT_169
S_Gemella_haemolysans
S_Haemophilus_gputorum
S_Fusobdcterium_nucleatum
S| Gemella_kanguinis
S_Haemophiluys_haemojyticus_nop_97_947
S_Btreptocogcus_orali§_subsp__dentisani_glade_058
IG_Capnoclytophaga
H Flavobacteriaceae
b_Capnocytophaga_sputigena
S_Strgptococcud_gordonii
S| Streptocqccus_sp_ [HMT_064
S_Grgnulicatella_elegans
S_Stomatobacplum_sp_ |[HMT_097
G_Stomatpbaculum
G_Laghnoanaerpbaculum
S_Lachnoanaergbaculum_pingivalis
S| Streptocqccus_sp_ [HMT_057
HMT_175

S_Actinomyces_sp_|

G_Eikenella

G_Klebsiella

G_Veillopella

O_Veillonellales

G_Neissg¢ria

O_Neissériales

G_Haemlpphilus

-5.85 —4.69 —3.53 —2.37 —=1.21 —0.05 1.11
LDA SCORE (log 10)

S_Porphyromonas [catoniae

S_Aggrepatibacter] sp_ HMT[513

S_Eikenglla_corrodens
S_Klebsiella_pneumoniae
S_Neissgria_sicca

S_Campylobacter_koncisus_nov_96_963

S_Aggrepatibacter] segnis
S_Neissgria_subflayva
G_Aggregatibacte
S_Veillonella_parv
O_Enterpbacterales
F_Enterdbacteriac¢ae
S_Veillonella_multispecies_spp25_2

S_Neissgria_flava

F_Veillorjellaceae

C_Negafjvicutes

C_Betapfoteobacte¢ri

F_Neissqriaceae

S_Haempphilus_pdrainfluengae
F_Pastedrellaceae
O_Pastetirellales
C_Gamnpaproteobacteria

P_Protedbacteria

S_Streptpcoccus_dgralis_subsp__tigurinys_clade_071

S_Neissgria_sp_ HMT_020_npv_94_07(

a

a

227 3.43 459 5.75



