
F
29

35
2.

S
12

6
F

29
35

2.
S

02
9

F
29

35
2.

S
04

5
F

29
35

2.
S

04
2

F
29

35
2.

S
10

7
F

29
35

2.
S

08
2

F
29

35
2.

S
13

1
F

29
35

2.
S

10
2

F
29

35
2.

S
09

9
F

29
35

2.
S

11
3

F
29

35
2.

S
10

0
F

29
35

2.
S

12
3

F
29

35
2.

S
11

8
F

29
35

2.
S

13
4

F
29

35
2.

S
05

3
F

29
35

2.
S

08
4

F
29

35
2.

S
12

9
F

29
35

2.
S

08
0

F
29

35
2.

S
10

3
F

29
35

2.
S

12
1

F
29

35
2.

S
01

8
F

29
35

2.
S

07
3

F
29

35
2.

S
09

5
F

29
35

2.
S

06
0

F
29

35
2.

S
03

0
F

29
35

2.
S

01
3

F
29

35
2.

S
03

6
F

29
35

2.
S

04
0

F
29

35
2.

S
00

4
F

29
35

2.
S

05
8

F
29

35
2.

S
00

2
F

29
35

2.
S

00
9

F
29

35
2.

S
06

3
F

29
35

2.
S

01
4

F
29

35
2.

S
04

1

Actinomycetia

Bacteroidia

Fusobacteriia

Gammaproteobacteria

Flavobacteriia

Negativicutes

Sphingobacteriia

Tissierellia

Absconditabacteria_(SR1)_[C−1]

Bacteroidetes_[C−1]

Deltaproteobacteria

Mollicutes

Gracilibacteria_(GN02)_[C−1]

Gracilibacteria_(GN02)_[C−2]

Anaerolineae

Erysipelotrichia

Synergistia

Coriobacteriia

Spirochaetia

Epsilonproteobacteria

Saccharibacteria_(TM7)_[C−1]

Clostridia

Betaproteobacteria

Bacilli

Samples

C
la

ss

0 20 40 60 80

Value
Group

SIM_D1
SIM_D29


