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Taxonomy bar plot of top 25 Genus
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Genus

Streptococcus
Actinomyces
Rothia
B Lautropia
Neisseria
B Fusobacterium
Corynebacterium
[l capnocytophaga
Haemophilus
B Prevotella
Leptotrichia
B Abiotrophia
Veillonella
B Porphyromonas
I Arachnia
I Aggregatibacter
B Granulicatella
B Saccharibacteria_(TM7)_[G-1]
| Selenomonas
B campylobacter
B Alloprevotella
B Peptidiphaga
I cardiobacterium

Treponema
B Riemerella
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