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[ Bacilli
O_Lactobacillales
G_Streptpcoccus
F_ptreptocogcaceae
P_Firmicutes
Q_Rothia
t_Microco¢caceae
O_Microdoccales
S_Stfeptococciis_mitis
S_Roth|a_aeria
S_Streptdcoccus_sgnguinis
G_Gemella
F_Gemgllaceae
O_Bacillales
G_Abigtrophia
F_Aeroco¢caceae
S_Abidtrophia_defectiva
S_Actinomyces_napslundii
G_Granulicatella
F_darnobactdriaceae
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S_Lputropia_rirabilis
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| Streptocdccus_chogunense
S_Schaalia_odontolytica
S_Gemella_morbillorum
S_Granplicatella_glegans
S_Sacdharibactefia_ TM7_| G_1_ bagterium_HMT_957
S_Strejptococcuy downii
S_Kingella_sp_ HMT_012
S_Haempphilus_sgutorum
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S_Ruminodoccaceae| G_2_ bagterium_HMT_085
G_Rumindcoccacea¢_ G_2_
S_Clofacibacteriym_sp_ HMT 206
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_Butyrivibrio
5_Clostridjales_ F 1] G_1_ bacterium_HMT_093
_Clostridiales_ F )] G 1_
_Clostridfales__F_1|
5_Butyriviprio_sp_ HMT_080
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5_Peptostfeptococcgceae_ G b Eubadterium__nodatum
5_Prevote|la_sp_ HMT_315
_Peptostreptococcpceae_ G |6

5_Pseudoifamibacter_alactolytjcus

_Pseudofamibactef
5_Catonella_sp_ HMT_451
_Eubactgriaceae
5_Trepongma_sp_ HMT_234
5_Bacterojdetes_ G[5 bactefium_HMT[511

5_Prevote|la_baronige
5_Mycoplgsma_salifarium
5_Bacterojdetes_ G[3_ bacteffium_HMT [365
5_Selenomonas_sp_| HMT_937
5_Trepongma_sp_ HMT_268
5_Dialistef_pneumosintes
5_Johnsonella_ignavla
5_Bacterojdetes_ G[3_bactefium_HMT [280
5_Capnocytophaga [sp_ HMT_B38
5_Pseudoleptotrichig_goodfellpwii
_Peptocqccus
_Peptococcaceae
5_Mycoplgsma_faucjum
5_Phocaeicola_abscgssus

_Phocae|cola

_Oribactprium
_Bactero|daceae
5_Trepongma_sp_ HMT_258
5_Prevote|la_maculgsa
5_Veillonellaceae__ ¢_1_ bactgrium_HMT_132
5_Selenomonas_arte¢midis
5_Oribactérium_sp_[HMT 078
5_Schaalia_meyeri
5_Prevote(la_oralis
5_Campylpbacter_c¢ncisus_nqv_97_831
5_Trepongma_maltophilum
5_Prevote|la_dentalis
P_Tenericytes
_Mycoplasma
Mycoplgsmatacede
_Mollicutles
O_Mycoplasmatales
5_Tannerella_sp_ HYT_808
O_Desulfobacterale:
_Desulfopulbus
_Desulfobulbaceae
5_Desulfopulbus_sp| HMT_04]
_Deltaprpteobactefia
5_Neisserfa_bacillifgrmis
5_Fretibagterium_sp| HMT_35P
5_Lachnogpiraceae_| G_8_ badterium_HMT_500

_Lachnospiraceae| G _8_

5_Prevote(la_pleurit{dis
_Bacterqidetes__ G| 5
P_Chloroflexi

_Anaeroljneae

5_Anaerolljneae_ G _[Ll_ bacterjum_HMT_#39
5_Capnocytophaga_lsp_ HMT_B64
5_Leptotrichia_trevisanii

_Anaerolineae_ G |1

5_Prevote|la_koreenkis
O_Anaerolineales
5_Trepongma_sp_ HMT_238
_Anaerol|neaceae
5_Catonella_morbi
_Bacterqidetes_ G| 3
_Catonella
5_Fretibagterium_sp| HMT_36p
_Parvimgnas
_Veillongllaceae_ (_1_
5_Fusobadterium_mUltispecie§_spp38_2

_Lachnognaerobadulum

5_Leptotrichia_hofstfadii_nov_96_970
5_Campylpbacter_céncisus

5_Actinomyces_sp_|HMT_525
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_Filifactgr

5_Filifactof_alocis

_Bactero|detes_ F |1

5_Trepongma_dentiqola

O_Bacterdidetes_ O] 1

_Bacterojdetes_ C|1_

5_Actinonyces_sp_|HMT_414

5_Actinomyces_sp_[HMT_897

5_Dialistef_invisus

5_Fretibagterium_fagtidiosum

5_Trepongma_socrafskii

_Bacterqgidales__G|2

_Bactero|dales_ F P

5_Bacterojdales_ G [2_ bacterjum_HMT [274

5_Tannerella_forsythia

_Dialistef

_Peptoniphilaceae

D_Tissierefllales
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5_Campylpbacter_gracilis

5_Trepongma_sp_ HMT_237

5_Capnocytophaga_[endodontalis

_Tannerglla

_Tannere]laceae

_Peptostreptococcaceae

5_Aggregatibacter_4p_ HMT_458
5_Fretibagterium_sp| HMT_36p

5_Neisserfa_elongatp

5_Prevote|la_sp_ HMIT_317

5_Prevote|la_nigresdens
5_Fusobadterium_nycleatum_subsp__vincentii

5_Fusobadterium_nycleatum_gubsp__anjmalis

5_Allopreyotella_tarjnerae

5_Porphyrpmonas_ejndodontaljs

5_Actinom yces_masliiliensis

5_Olsenella_sp_ HM[T_807

_Olsenella

_Atopobifaceae

O_Coriobgcteriales

_Coriobalcteriia

5_Selenomonas_noxia

_Lachnogpiraceae

_Campylobacter

_Campylpbacteracgae

0_Campylobacteral¢s

_Epsilonproteobacteria

5_Prevote|la_oris

_Selenorponas

_Fretibagterium

_Synergistaceae

O_Synergistales

_Synergigtia

P_Synergistetes
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_Selenomonadaced

O_Selenormonadaleq

_Trepongma

_Treponejmataceae

O_Spirochpetales

_Spirochpetia

P_Spirochgetes

~Veillone|laceae

O_Veillongllales
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5_Haemophilus_parginfluenza

_Haemophilus
5_Fusobadterium_nycleatum
_Negativfcutes
_Aggreggtibacter
_Prevote]la
_Fusobagterium
_Fusobadteriaceae
_Prevotellaceae
_Pasteurgllaceae
O_Pasteurgllales
_Gammgdgproteobadteria
O_Fusobagteriales
_Fusobadqteriia
P_Fusobadteria
O_Bacterdidales
_Bacterojdia

P_Bactero|detes

-4.97 -3.95 —2.93 -1.91 —-0.89 0.13 1.15 2.17 3.19 4.21 5.23
LDA SCORE (log 10)



