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Serratia marcescens
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Serratia marcescens_nematodiphila

Alistipes sp._MOT−127

Ihubacter massiliensis_nov_94.572%

Acinetobacter septicus

Mammaliicoccus lentus

Lachnospiraceae_[G−2] bacterium_HMT_096_nov_91.632%

Faecalicatena multispecies_sppn2_2_nov_92.067%

Lachnospiraceae_[G−3] bacterium_MOT−168

Muribaculaceae_[G−1] bacterium_MOT−129_nov_85.887%
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Bacteroides caecimuris
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