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Enterococcus
Bifidobacterium
Phocaeicola

Kineothrix
Lachnospiraceae_[G-1]
Lachnospiraceae_[G-14]
Tetragenococcus
Blautia

Eisenbergiella
Lachnospiraceae_[G-12]
Eubacterium
Fusicatenibacter
Clostridium
Peptostreptococcaceae_[G-5]
Faecalimonas
Emergencia

Lawsonia
Faecalicoccus
Anaerotruncus
Lachnospiraceae_[G-6]
Lachnoclostridium
Oscillospiraceae_[G-3]
Erysipelatoclostridium
Anaeromassilibacillus
Lachnospiraceae_[G-7]
Parvibacter
Adlercreutzia
Turicibacter

Duncaniella
Parasutterella
Parabacteroides
Lachnospiraceae_[G-3]
Faecalicatena
Lachnospiraceae_[G-2]
Gluceribacter
Muribaculaceae_[G-1]
Acinetobacter

Ihubacter
Parafannyhessea
Bacteroides
Turicimonas
Mammaliicoccus
Lactobacillus

Alistipes

Olsenella

Dubosiella
Faecalibaculum
Staphylococcus
Serratia

Ligilactobacillus

Genus



