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Bacteria.l

Bacteria.2

seq3:g__Escherichia;s__coli
seq4:g__Escherichia;s__coli
seql0:g__Escherichia;s__coli
seq5:g__Escherichia;s__coli
seq6:9__Escherichia;s__coli
seq7:9__Escherichia;s_ coli
seq8:g__Escherichia;s__coli
seq24:g__Escherichia;s__coli
seq25:9__Escherichia;s__coli
seql4:g_ Escherichia;s__coli

seq22:g__Escherichia;s__coli

seq23:9__Escherichia;s__coli-fergusonii

seql5:g_ Escherichia;s__coli
seql6:g_ Escherichia;s__coli
seql9:g_ Escherichia;s__coli
seql7:g__Escherichia;s__coli
seql8:g_ Escherichia;s__coli
seq20:g9__Escherichia;s__coli
seq21l:g_ Escherichia;s__coli
seq26:g9_ Bacillus;s__subtilis
seql3:g_ Bacillus;s__subtilis
seql2:g_ Bacillus;s_ subtilis
seq9:g__Bacillus;s__subtilis

seqll:g_ Bacillus;s_ subtilis
seql:g_ Bacillus;s__subtilis

seq2:g__Bacillus;s__subtilis

Taxon



