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P_Firmicutes
C_Clostridia
O_Eubacteriales
S_Eubacterium_ventriosum_nov_93_320
S_Lachnospiraceae__G_14__bacterium_MOT_184_nov_92_584
S_Lachnospiraceae__G_6__bacterium_MOT_171_nov_95_388
G_Butyricicoccus
S_Blautia_producta_nov_95_833
S_Butyricicoccus_pullicaecorum_nov_90_984
S_Oscillospiraceae__G_3__bacterium_MOT_150_nov_93_582
S_Lachnoclostridium__Clostridium_scindens_nov_87_942
G_Acutalibacter
S_Acutalibacter_muris_nov_94_227
S_Oscillospiraceae__G_2__bacterium_MOT_149_nov_95_426
S_Lachnoclostridium__Clostridium_polysaccharolyticum_nov_89_855
S_Lachnospiraceae__G_6__bacterium_MOT_171_nov_91_004
G_Lachnospiraceae__G_7_
S_Oscillospiraceae__G_2__bacterium_MOT_149_nov_93_375
S_Lachnospiraceae__G_7__bacterium_MOT_172_nov_91_718
G_Faecalicoccus

P_Actinobacteria
O_Micrococcales

G_Agrococcus
S_Agrococcus_versicolor_nov_83_227

C_Actinomycetia
F_Microbacteriaceae

O_Bacteroidales
F_Muribaculaceae

P_Bacteroidetes
G_Muribaculaceae__G_1_

S_Muribaculaceae__G_1__bacterium_MOT_129_nov_85_887
C_Bacteroidia

Significantly Represented Taxa

Female_Disorder Female_Normal


