
SP2 Mollicutes_[G-1] bacterium_MOT-186 (20.72%|2.12%|0%|0.74%)

SP8 Lactobacillus johnsonii (5.85%|17.88%|0.66%|18.27%)

SP1 Erysipelatoclostridium [Clostridium] cocleatum (0.10%|0.31%|0.29%|0.26%)

SP4 Clostridium disporicum (4.88%|10.96%|5.91%|8.83%)

SP14 Adlercreutzia equolifaciens (0.17%|0.95%|0.39%|0.59%)

SP15 Ralstonia sp._HMT_406 (0.07%|0.07%|0.12%|0.05%)

SP11 Peptococcaceae_[G-1] bacterium_MOT-146 (1.19%|0.60%|1.32%|1.08%)

SP9 Eubacteriales_[G-4] bacterium_MOT-164 (2.13%|1.94%|2.66%|0.91%

SP10 Eubacteriales_[G-3] bacterium_MOT-163 (8.27%|4.98%|9.94%|

SP12 Oscillospiraceae_[G-4] bacterium_MOT-151 (6.79%|3.75%|8.38%|2.90%)

SP7 Oscillospiraceae_[G-6] bacterium_MOT-153 (15.58%|10.45%|19.44%|1

SP5 Romboutsia ilealis (2.72%|3.18%|0.15%|2.68%)

SP6 Lachnospiraceae_[G-5] bacterium_MOT-170 (0%|0%|0.22%|0.20%)

SP16 Lachnospiraceae_[G-3] bacterium_MOT-168 (0.09%|0%|0%|0%)

SP13 Lachnospiraceae_[G-14] bacterium_MOT-184 (9.31%|5.79%|9.84%|7.10%)

SP3 Lachnospiraceae_[G-1] bacterium_MOT-166 (22.14%|37.01%|40.67
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