
Species

SP1 Faecalibaculum rodentium

SP10 Oscillospiraceae_[G−4] bacterium_MOT−151

SP11 Adlercreutzia caecimuris

SP12 Parvibacter caecicola

SP13 Duncaniella freteri

SP14 Muribaculum intestinale

SP15 Erysipelotrichaceae_[G−1] bacterium_MOT−189

SP16 Peptococcaceae_[G−1] bacterium_MOT−146

SP19 Bacteroides caecimuris

SP20 Lachnospiraceae_[G−5] bacterium_MOT−170

SP22 Lactobacillus johnsonii

SP23 Bifidobacterium pseudolongum

SP24 Ligilactobacillus murinus

SP28 Romboutsia ilealis

SP29 Adlercreutzia muris

SP3 Lachnospiraceae_[G−1] bacterium_MOT−166

SP30 Eubacteriales_[G−2] bacterium_MOT−162

SP31 Lactobacillus intestinalis

SP4 Streptococcus danieliae

SP5 Bacteroides acidifaciens

SP6 Adlercreutzia mucosicola

SP7 Limosilactobacillus reuteri

SP9 Eubacteriales_[G−4] bacterium_MOT−164

SPN1 Lachnospiraceae_[G−3] bacterium_MOT−168_nov_95.417%

SPN10 Lacrimispora xylanolytica_nov_94.770%

SPN100 Faecalicoccus acidiformans_nov_89.600%

SPN101 Lachnospiraceae_[G−6] bacterium_MOT−171_nov_93.971%

SPN102 Prevotella sp._HMT_820_nov_90.204%

SPN103 Lachnoclostridium [Clostridium] herbivorans_nov_91.494%

SPN104 Duncaniella freteri_nov_86.948%

SPN105 Adlercreutzia caecimuris_nov_89.224%

SPN106 Saccharibacteria_(TM7)_[G−3] bacterium_HMT_351_nov_92.814%

SPN107 Oscillospiraceae_[G−1] bacterium_MOT−147_nov_96.674%

SPN108 Lachnospiraceae_[G−13] bacterium_MOT−181_nov_87.225%

SPN109 Oscillospiraceae_[G−4] bacterium_MOT−151_nov_93.555%

SPN11 Eubacteriales_[G−4] bacterium_MOT−164_nov_94.904%

SPN110 Robinsoniella peoriensis_nov_94.363%

SPN111 Mediterraneibacter [Ruminococcus] gnavus_nov_93.528%

SPN112 Oscillospiraceae_[G−4] bacterium_MOT−151_nov_93.375%

SPN113 Anaerostipes hadrus_nov_87.578%

SPN114 Oscillospiraceae_[G−2] bacterium_MOT−149_nov_97.077%

SPN115 Agathobaculum desmolans_nov_91.649%

SPN116 Saccharibacteria_(TM7)_[G−3] bacterium_HMT_351_nov_94.200%

SPN117 Blautia producta_nov_95.407%

SPN118 Christensenella hongkongensis_nov_86.275%

SPN119 Magnetovibrio blakemorei_nov_83.146%

SPN12 Anaerotignum aminivorans_nov_92.405%

SPN120 Oscillibacter valericigenes_nov_93.595%

SPN121 Roseburia faecis_nov_94.167%

SPN122 Oscillospiraceae_[G−3] bacterium_MOT−150_nov_91.358%

SPN123 Parvibacter caecicola_nov_87.124%

SPN124 Eubacterium ramulus_nov_87.265%

SPN125 Ihubacter massiliensis_nov_90.644%

SPN126 Phocea massiliensis_nov_90.426%

SPN127 Paludicola psychrotolerans_nov_87.759%

SPN128 Alistipes senegalensis_nov_93.443%

SPN129 Muribaculaceae_[G−1] bacterium_MOT−129_nov_85.132%

SPN13 Duncaniella freteri_nov_89.069%

SPN130 Emergencia timonensis_nov_90.188%

SPN131 Duncaniella freteri_nov_85.685%

SPN135 Muribaculaceae_[G−1] bacterium_MOT−129_nov_86.640%

SPN14 Marvinbryantia formatexigens_nov_91.649%

SPN141 Lachnoclostridium [Clostridium] scindens_nov_87.942%

SPN146 Lachnospiraceae_[G−6] bacterium_MOT−171_nov_93.305%

SPN15 Mediterraneibacter [Ruminococcus] torques_nov_94.969%

SPN153 Lachnospiraceae_[G−11] bacterium_MOT−176_nov_92.713%

SPN157 Lachnoclostridium [Clostridium] herbivorans_nov_92.917%

SPN16 Oscillospiraceae_[G−3] bacterium_MOT−150_nov_92.133%

SPN165 Prevotella shahii_nov_87.602%

SPN168 Oscillospiraceae_[G−2] bacterium_MOT−149_nov_93.528%

SPN17 Kineothrix alysoides_nov_87.474%

SPN177 Lachnospiraceae_[G−14] bacterium_MOT−184_nov_92.793%

SPN179 Oscillospiraceae_[G−2] bacterium_MOT−149_nov_92.693%

SPN18 Lachnospira eligens_nov_90.021%

SPN188 Lachnoclostridium [Clostridium] polysaccharolyticum_nov_92.292%

SPN189 Hydrogenoanaerobacterium saccharovorans_nov_88.309%

SPN19 Mobilitalea sibirica_nov_90.583%

SPN2 Duncaniella freteri_nov_87.755%

SPN20 Oscillospiraceae_[G−4] bacterium_MOT−151_nov_96.881%

SPN200 Lachnospiraceae_[G−7] bacterium_MOT−172_nov_91.097%

SPN201 Lachnoclostridium [Clostridium] polysaccharolyticum_nov_86.221%

SPN21 Lachnospiraceae_[G−14] bacterium_MOT−182_nov_90.254%

SPN211 Lachnospiraceae_[G−14] bacterium_MOT−182_nov_88.795%

SPN212 Lachnospiraceae_[G−6] bacterium_MOT−171_nov_94.549%

SPN213 Lachnospiraceae_[G−12] bacterium_MOT−179_nov_94.501%

SPN22 Lachnoclostridium [Clostridium] polysaccharolyticum_nov_90.852%

SPN223 Lachnoclostridium [Clostridium] polysaccharolyticum_nov_88.820%

SPN225 Rikenella microfusus_nov_88.957%

SPN23 Lachnospiraceae_[G−6] bacterium_MOT−171_nov_94.561%

SPN234 Acetatifactor muris_nov_95.652%

SPN236 Roseburia hominis_nov_92.292%

SPN24 Faecalimonas umbilicata_nov_91.286%

SPN245 Blautia producta_nov_95.833%

SPN248 Turicibacter sanguinis_nov_95.923%

SPN249 Lachnoclostridium [Clostridium] scindens_nov_89.234%

SPN25 Duncaniella freteri_nov_89.379%

SPN256 Lawsonibacter asaccharolyticus_nov_94.179%

SPN26 Kineothrix alysoides_nov_86.667%

SPN261 Lachnospiraceae_[G−14] bacterium_MOT−185_nov_92.964%

SPN267 Lachnospiraceae_[G−6] bacterium_MOT−171_nov_95.188%

SPN27 Roseburia intestinalis_nov_90.229%

SPN272 Duncaniella freteri_nov_89.697%

SPN278 Lachnospiraceae_[G−7] bacterium_MOT−172_nov_85.892%

SPN28 Eubacteriales_[G−3] bacterium_MOT−163_nov_86.019%

SPN284 Duncaniella freteri_nov_89.379%

SPN289 Lachnospiraceae_[G−3] bacterium_MOT−168_nov_96.050%

SPN29 Adlercreutzia caecimuris_nov_94.156%

SPN295 Fusicatenibacter saccharivorans_nov_90.041%

SPN296 Lachnoclostridium [Clostridium] polysaccharolyticum_nov_85.804%

SPN297 Mediterraneibacter [Ruminococcus] torques_nov_93.933%

SPN298 Anaerobutyricum hallii_nov_90.249%

SPN299 Adlercreutzia muris_nov_88.961%

SPN3 Phocea massiliensis_nov_90.129%

SPN30 Lachnospiraceae_[G−9] bacterium_MOT−174_nov_89.712%

SPN300 Tidjanibacter massiliensis_nov_88.571%

SPN301 Lachnospiraceae_[G−7] bacterium_MOT−172_nov_88.958%

SPN302 Muribaculaceae_[G−1] bacterium_MOT−129_nov_83.636%

SPN303 Butyricicoccus pullicaecorum_nov_91.002%

SPN304 Faecalicatena fissicatena_nov_94.154%

SPN305 Lachnospiraceae_[G−3] bacterium_MOT−168_nov_94.792%

SPN306 Lachnospiraceae_[G−7] bacterium_MOT−172_nov_93.279%

SPN307 Fusicatenibacter saccharivorans_nov_90.526%

SPN308 Lachnospiraceae_[G−6] bacterium_MOT−171_nov_94.969%

SPN309 Lachnoclostridium [Clostridium] polysaccharolyticum_nov_87.967%

SPN31 Saccharibacteria_(TM7)_[G−3] bacterium_HMT_351_nov_92.262%

SPN310 Phocea massiliensis_nov_89.722%

SPN311 Lachnospiraceae_[G−10] bacterium_MOT−175_nov_90.369%

SPN312 Lachnoclostridium [Clostridium] herbivorans_nov_92.708%

SPN313 Duncaniella freteri_nov_87.424%

SPN314 Muribaculaceae_[G−1] bacterium_MOT−129_nov_86.290%

SPN315 Eubacterium ramulus_nov_88.565%

SPN316 Lachnospiraceae_[G−14] bacterium_MOT−185_nov_93.348%

SPN317 Fusicatenibacter saccharivorans_nov_87.785%

SPN318 Lachnospiraceae_[G−13] bacterium_MOT−181_nov_91.189%

SPN319 Duncaniella freteri_nov_87.273%

SPN32 Lawsonibacter asaccharolyticus_nov_91.116%

SPN320 Lachnospiraceae_[G−6] bacterium_MOT−171_nov_93.933%

SPN321 Tyzzerella [Clostridium] colinum_nov_87.118%

SPN322 Faecalicatena fissicatena_nov_95.198%

SPN323 Muribaculaceae_[G−2] bacterium_MOT−104_nov_89.662%

SPN324 Lachnoclostridium [Clostridium] scindens_nov_89.648%

SPN325 Lachnospiraceae_[G−11] bacterium_MOT−176_nov_90.061%

SPN326 Lachnoclostridium [Clostridium] aminophilum_nov_92.276%

SPN327 Lachnospiraceae_[G−14] bacterium_MOT−185_nov_96.781%

SPN328 Lachnoclostridium [Clostridium] aminophilum_nov_87.318%

SPN329 Duncaniella freteri_nov_86.061%

SPN33 Adlercreutzia caecimuris_nov_92.688%

SPN330 Parasutterella excrementihominis_nov_94.578%

SPN331 Lachnospiraceae_[G−7] bacterium_MOT−172_nov_91.718%

SPN332 Lachnospiraceae_[G−6] bacterium_MOT−171_nov_90.586%

SPN333 Mailhella massiliensis_nov_90.244%

SPN334 Lachnoclostridium phytofermentans_nov_91.268%

SPN335 Lacrimispora xylanolytica_nov_92.276%

SPN336 Lachnospiraceae_[G−14] bacterium_MOT−185_nov_92.489%

SPN337 Lachnospiraceae_[G−2] bacterium_MOT−167_nov_87.083%

SPN338 Muribaculaceae_[G−1] bacterium_MOT−129_nov_89.431%

SPN339 Lachnospiraceae_[G−14] bacterium_MOT−184_nov_95.833%

SPN34 Eubacteriales_[G−1] bacterium_MOT−161_nov_93.843%

SPN340 Muribaculaceae_[G−2] bacterium_MOT−104_nov_89.442%

SPN341 Oscillospiraceae_[G−3] bacterium_MOT−150_nov_93.347%

SPN342 Lachnospiraceae_[G−6] bacterium_MOT−171_nov_94.770%

SPN343 Gordonibacter urolithinfaciens_nov_89.633%

SPN344 Muribaculaceae_[G−1] bacterium_MOT−129_nov_90.816%

SPN345 Anaerotignum aminivorans_nov_93.008%

SPN346 Eubacteriales_[G−1] bacterium_MOT−159_nov_94.268%

SPN347 Lachnospiraceae_[G−12] bacterium_MOT−180_nov_89.613%

SPN348 Hathewaya proteolytica_nov_83.514%

SPN349 Roseburia hominis_nov_92.547%

SPN35 Oscillospiraceae_[G−2] bacterium_MOT−149_nov_96.466%

SPN350 Oribacterium parvum_nov_89.979%

SPN351 Muribaculaceae_[G−2] bacterium_MOT−104_nov_87.800%

SPN352 Lacrimispora xylanolytica_nov_93.789%

SPN353 Duncaniella freteri_nov_86.061%

SPN354 Lachnospiraceae_[G−11] bacterium_MOT−177_nov_94.606%

SPN355 Muribaculaceae_[G−2] bacterium_MOT−104_nov_88.956%

SPN356 Enterocloster bolteae_nov_95.388%

SPN357 Lacrimispora saccharolytica_nov_93.082%

SPN358 Duncaniella freteri_nov_89.113%

SPN359 Oscillospiraceae_[G−2] bacterium_MOT−149_nov_96.451%

SPN36 Eubacteriales_[G−1] bacterium_MOT−161_nov_97.868%

SPN360 Eisenbergiella massiliensis_nov_85.655%

SPN361 Anaerotruncus rubiinfantis_nov_92.708%

SPN362 Lachnospiraceae_[G−14] bacterium_MOT−185_nov_92.719%

SPN363 Saccharibacteria_(TM7)_[G−3] bacterium_HMT_351_nov_94.411%

SPN364 Eubacterium coprostanoligenes_nov_90.129%

SPN365 Faecalibaculum rodentium_nov_97.125%

SPN366 Lachnospiraceae_[G−11] bacterium_MOT−177_nov_92.562%

SPN367 Flavonifractor plautii_nov_92.308%

SPN368 Lachnospiraceae_[G−2] bacterium_MOT−167_nov_96.855%

SPN369 Marinisporobacter balticus_nov_82.692%

SPN37 Duncaniella freteri_nov_90.408%

SPN370 Pseudoflavonifractor phocaeensis_nov_85.921%

SPN371 Kineothrix alysoides_nov_87.292%

SPN372 Muribaculaceae_[G−2] bacterium_MOT−104_nov_89.200%

SPN373 Oscillospiraceae_[G−3] bacterium_MOT−150_nov_90.722%

SPN374 Muricomes intestini_nov_89.375%

SPN375 Duncaniella freteri_nov_87.071%

SPN376 Neglectibacter timonensis_nov_94.694%

SPN377 Lacrimispora xylanolytica_nov_94.363%

SPN378 Oscillospiraceae_[G−2] bacterium_MOT−149_nov_93.375%

SPN379 Roseburia hominis_nov_91.476%

SPN38 Oscillospiraceae_[G−2] bacterium_MOT−149_nov_86.486%

SPN380 Lacrimispora xylanolytica_nov_91.892%

SPN381 Lachnospiraceae_[G−14] bacterium_MOT−182_nov_92.060%

SPN382 Lachnospiraceae_[G−6] bacterium_MOT−171_nov_91.004%

SPN383 Butyrivibrio proteoclasticus_nov_83.594%

SPN384 Faecalicatena orotica_nov_95.616%

SPN385 Oscillospiraceae_[G−3] bacterium_MOT−150_nov_91.511%

SPN386 Adlercreutzia equolifaciens_nov_89.462%

SPN387 Peptococcaceae_[G−1] bacterium_MOT−146_nov_94.788%

SPN388 Pseudoflavonifractor phocaeensis_nov_95.859%

SPN389 Eisenbergiella massiliensis_nov_87.578%

SPN39 Lachnospiraceae_[G−5] bacterium_MOT−170_nov_97.904%

SPN390 Acetivibrio cellulolyticus_nov_83.405%

SPN391 Lachnospiraceae_[G−9] bacterium_MOT−174_nov_86.250%

SPN392 Anaerocolumna xylanovorans_nov_88.142%

SPN393 Oscillospiraceae_[G−2] bacterium_MOT−149_nov_93.750%

SPN394 Ureaplasma urealyticum_nov_92.547%

SPN395 Roseburia intestinalis_nov_93.776%

SPN396 Oscillospiraceae_[G−2] bacterium_MOT−149_nov_94.375%

SPN397 Acutalibacter muris_nov_96.694%

SPN398 Longibaculum muris_nov_93.361%

SPN399 Oscillospiraceae_[G−2] bacterium_MOT−149_nov_93.319%

SPN4 Eubacteriales_[G−4] bacterium_MOT−164_nov_97.228%

SPN40 Eubacteriales_[G−4] bacterium_MOT−165_nov_92.781%

SPN400 Desulfovibrio fairfieldensis_nov_88.956%

SPN401 Muribaculaceae_[G−2] bacterium_MOT−104_nov_86.373%

SPN402 Eubacterium xylanophilum_nov_91.075%

SPN403 Oscillospiraceae_[G−3] bacterium_MOT−150_nov_92.133%

SPN404 Oscillospiraceae_[G−3] bacterium_MOT−150_nov_91.340%

SPN405 Anaerostipes hadrus_nov_88.017%

SPN406 Duncaniella freteri_nov_89.157%

SPN407 Oscillospiraceae_[G−2] bacterium_MOT−149_nov_94.781%

SPN408 Eubacterium ramulus_nov_91.875%

SPN409 Roseburia inulinivorans_nov_90.437%

SPN41 Pseudoflavonifractor capillosus_nov_89.897%

SPN410 Oscillospiraceae_[G−2] bacterium_MOT−149_nov_96.667%

SPN411 Lachnospiraceae_[G−7] bacterium_MOT−172_nov_85.510%

SPN412 Acutalibacter muris_nov_94.227%

SPN413 Oscillospiraceae_[G−2] bacterium_MOT−149_nov_94.802%

SPN414 Lachnospiraceae_[G−14] bacterium_MOT−184_nov_92.584%

SPN415 Hydrogenoanaerobacterium saccharovorans_nov_90.041%

SPN416 Muribaculaceae_[G−1] bacterium_MOT−129_nov_87.398%

SPN417 Saccharibacteria_(TM7)_[G−3] bacterium_HMT_351_nov_92.460%

SPN418 Ihubacter massiliensis_nov_94.572%

SPN419 Eubacteriales_[G−1] bacterium_MOT−159_nov_94.292%

SPN42 Bacteroides uniformis_nov_96.099%

SPN420 Lachnospiraceae_[G−11] bacterium_MOT−177_nov_94.008%

SPN421 Lachnospiraceae_[G−11] bacterium_MOT−176_nov_94.919%

SPN422 Adlercreutzia caecimuris_nov_89.270%

SPN423 Oscillospiraceae_[G−3] bacterium_MOT−150_nov_92.754%

SPN424 Lachnospiraceae_[G−11] bacterium_MOT−176_nov_95.102%

SPN43 Oscillospiraceae_[G−4] bacterium_MOT−151_nov_93.347%

SPN44 Eubacteriales_[G−1] bacterium_MOT−159_nov_92.389%

SPN45 Oscillospiraceae_[G−2] bacterium_MOT−149_nov_94.628%

SPN46 Lachnospiraceae_[G−3] bacterium_MOT−168_nov_94.572%

SPN47 Duncaniella freteri_nov_87.375%

SPN48 Roseburia inulinivorans_nov_93.776%

SPN49 Mollicutes_[G−2] bacterium_MOT−187_nov_82.890%

SPN5 Lachnospiraceae_[G−3] bacterium_MOT−168_nov_93.528%

SPN50 Kineothrix alysoides_nov_87.885%

SPN51 Erysipelatoclostridium [Clostridium] innocuum_nov_88.270%

SPN52 Hydrogenoanaerobacterium saccharovorans_nov_88.773%

SPN53 Lachnospiraceae_[G−14] bacterium_MOT−182_nov_93.348%

SPN54 Hydrogenoanaerobacterium saccharovorans_nov_88.589%

SPN55 Oscillospiraceae_[G−2] bacterium_MOT−149_nov_93.182%

SPN56 Oscillospiraceae_[G−2] bacterium_MOT−149_nov_96.451%

SPN57 Pseudoflavonifractor phocaeensis_nov_93.776%

SPN58 Duncaniella freteri_nov_91.002%

SPN59 Duncaniella freteri_nov_86.028%

SPN6 Lachnospiraceae_[G−6] bacterium_MOT−171_nov_93.711%

SPN60 Drancourtella massiliensis_nov_90.229%

SPN61 Oscillospiraceae_[G−4] bacterium_MOT−151_nov_95.634%

SPN62 Muribaculaceae_[G−2] bacterium_MOT−104_nov_89.200%

SPN63 Blautia faecicola_nov_91.170%

SPN64 Peptostreptococcaceae_[G−5] bacterium_HMT_493_nov_90.000%

SPN65 Muribaculaceae_[G−1] bacterium_MOT−129_nov_86.992%

SPN66 Faecalimonas umbilicata_nov_95.625%

SPN67 Adlercreutzia muris_nov_91.845%

SPN68 Duncaniella freteri_nov_86.747%

SPN69 Hathewaya proteolytica_nov_83.297%

SPN7 Butyribacter intestini_nov_90.265%

SPN70 Duncaniella freteri_nov_93.293%

SPN71 Anaerotignum lactatifermentans_nov_95.464%

SPN72 Alloprevotella sp._HMT_473_nov_89.431%

SPN73 Neglectibacter timonensis_nov_95.132%

SPN74 Oscillospiraceae_[G−2] bacterium_MOT−149_nov_85.773%

SPN75 Oscillospiraceae_[G−2] bacterium_MOT−149_nov_93.125%

SPN76 Lachnospiraceae_[G−6] bacterium_MOT−171_nov_94.351%

SPN77 Lachnospiraceae_[G−14] bacterium_MOT−182_nov_87.657%

SPN78 Mollicutes_[G−2] bacterium_MOT−187_nov_90.607%

SPN79 Eisenbergiella massiliensis_nov_85.072%

SPN8 Lachnospiraceae_[G−14] bacterium_MOT−182_nov_88.421%

SPN80 Oscillibacter valericigenes_nov_96.042%

SPN81 Eubacteriales_[G−4] bacterium_MOT−164_nov_97.228%

SPN82 Lachnoclostridium [Clostridium] polysaccharolyticum_nov_92.902%

SPN83 Lachnospiraceae_[G−14] bacterium_MOT−182_nov_90.254%

SPN84 Oscillospiraceae_[G−4] bacterium_MOT−151_nov_93.971%

SPN85 Fusicatenibacter saccharivorans_nov_88.358%

SPN86 Lachnospiraceae_[G−6] bacterium_MOT−171_nov_92.484%

SPN87 Lachnospiraceae_[G−11] bacterium_MOT−177_nov_96.066%

SPN88 Oscillospiraceae_[G−4] bacterium_MOT−151_nov_89.528%

SPN89 Kineothrix alysoides_nov_91.011%

SPN9 Anaeromassilibacillus senegalensis_nov_92.489%

SPN90 Anaerotignum aminivorans_nov_90.336%

SPN91 Cuneatibacter caecimuris_nov_92.083%

SPN92 Lacrimispora xylanolytica_nov_92.050%

SPN93 Lachnospiraceae_[G−11] bacterium_MOT−176_nov_94.929%

SPN94 Lachnospiraceae_[G−2] bacterium_HMT_096_nov_91.632%

SPN95 Anaerobutyricum hallii_nov_88.382%

SPN96 Flavonifractor plautii_nov_92.516%

SPN97 Peptococcus sp._HMT_167_nov_83.556%

SPN98 Anaerotruncus rubiinfantis_nov_88.223%

SPN99 Saccharibacteria_(TM7)_[G−3] bacterium_HMT_351_nov_93.638%

SPPN1 Faecalicatena multispecies_sppn1_2_nov_93.946%

SPPN12 Faecalicatena multispecies_sppn12_2_nov_92.067%

SPPN2 Blautia multispecies_sppn2_2_nov_95.825%

SPPN3 Lachnospiraceae_multigenus multispecies_sppn3_3_nov_93.724%

SPPN4 Eubacteriales_[G−4] multispecies_sppn4_2_nov_94.703%

SPPN5 Olsenella multispecies_sppn5_2_nov_91.966%

SPPN6 Lacrimispora multispecies_sppn6_3_nov_93.096%

SPPN7 Blautia multispecies_sppn7_2_nov_93.528%

SPPN8 Lachnospiraceae_multigenus multispecies_sppn8_2_nov_92.917%

SPPN9 Lachnospiraceae_multigenus multispecies_sppn9_2_nov_92.324%


