0

10 15 20 25
Value

|
1
1
I 1
[ T [ ™ T T 1 [ — T T —

|
T

Il

F31987.S08

F31987.506

F31987.509

F31987.507

F31987.510

F31987.504

F31987.S03

Samples

F31987.505

F31987.501

F31987.502

Group

@D Young
@ oid

Oscillospiraceae_[G-2]
Roseburia
Saccharibacteria_(TM7)_[G-3]
Adlercreutzia
Faecalicatena
Eubacterium
Lachnospiraceae_[G-12]
Lachnospiraceae_[G-3]
Eisenbergiella
Oscillospiraceae_[G-4]
Hydrogenoanaerobacterium
Hathewaya
Lachnospiraceae_[G-10]
Parasutterella
Muribaculum

Rikenella
Anaerobutyricum
Lachnospiraceae_[G-2]
Eubacteriales_[G-1]
Mediterraneibacter
Butyricicoccus
Lachnospiraceae_[G-13]
Tidjanibacter
Anaerotignum
Oscillospiraceae_[G-3]
Anaerostipes
Marvinbryantia
Lacrimispora
Lachnospiraceae_[G-11]
Fusicatenibacter
Lachnospiraceae_[G-1]
Muribaculaceae_[G-2]
Oribacterium
Bifidobacterium
Kineothrix

Lactobacillus
Erysipelotrichaceae_[G-1]
Lachnospiraceae_[G-6]
Alistipes
Lachnospiraceae_[G-7]
Prevotella
Limosilactobacillus
Bacteroides
Faecalibaculum
Turicibacter
Lachnoclostridium
Lachnospiraceae_[G-14]
Ligilactobacillus
Duncaniella

Muribaculaceae_[G-1]

Genus



