
5.35 4.29 3.23 2.17 1.11 0.05 1.01 2.07 3.13 4.19 5.25
LDA SCORE (log 10)

S_Ligilactobacillus_murinus
G_Ligilactobacillus
G_Rikenella
S_Rikenella_microfusus_nov_88_957
S_Mailhella_massiliensis_nov_90_244
G_Mailhella
S_Lachnoclostridium_phytofermentans_nov_91_268
C_Deltaproteobacteria
O_Desulfovibrionales
F_Desulfovibrionaceae
S_Lacrimispora_xylanolytica_nov_94_770
G_Mobilitalea
S_Mobilitalea_sibirica_nov_90_583
S_Blautia_producta_nov_95_833
S_Parvibacter_caecicola
G_Lachnospiraceae__G_5_
F_Coriobacteriaceae
G_Parvibacter

S_Duncaniella_freteri_nov_86_747
S_Lachnospiraceae__G_3__bacterium_MOT_168_nov_94_572

S_Duncaniella_freteri_nov_85_685
S_Muribaculaceae__G_1__bacterium_MOT_129_nov_86_992

G_Desulfovibrio
S_Desulfovibrio_fairfieldensis_nov_88_956

S_Muribaculaceae__G_1__bacterium_MOT_129_nov_87_398
S_Muribaculum_intestinale

G_Muribaculum
S_Muribaculaceae__G_2__bacterium_MOT_104_nov_89_442
S_Muribaculaceae__G_1__bacterium_MOT_129_nov_86_640
S_Muribaculaceae__G_2__bacterium_MOT_104_nov_87_800

S_Bacteroides_caecimuris
S_Muribaculaceae__G_1__bacterium_MOT_129_nov_89_431

S_Duncaniella_freteri_nov_93_293
S_Duncaniella_freteri_nov_87_375

S_Muribaculaceae__G_1__bacterium_MOT_129_nov_85_132
F_Bifidobacteriaceae

S_Bifidobacterium_pseudolongum
G_Bifidobacterium

C_Actinomycetia
O_Bifidobacteriales

P_Actinobacteria
S_Duncaniella_freteri_nov_89_069

F_Erysipelotrichaceae
S_Limosilactobacillus_reuteri

G_Limosilactobacillus
G_Duncaniella

F_Muribaculaceae

Significantly Represented Taxa

Treatment Young


