Significantly Represented Taxa

I Old I Young
k_Muribacylaceae
G_Dunganiella
S_Muribaculaceae_ G|1_ bactefium_MOT|129 nov_B9_431
S_Dung¢aniella_freteri_nov_B9 069
S_Duncaniellg freteri
S|Faecalibafulum_rodentium
S_Dunganiella_freteri_nov_B7_755
S_Lachngclostridiugn__Clostrifium_scindlens_nov_B9_648
5_Fusicatgnibacter_daccharivofans_nov_pP0_041
S_Mediterraneibacter| Ruminogoccus_torques_nov_P3_933
G_Mpditerrangdibacter
G_Anaerobutyricum
3 _Anaerobptyricum_hallii_nov_p0_249
S_Dunganiella_freteri_nov_B6_061
S_Lachnospiraceae__G_14_ bactefium_MOT|184_nov_pP5_833
S_Dun¢aniella_freteri_nov_B9_113
S_Lachnospiraceae__G|3_ bacteffium_MOT]|168_nov_P5_417
S_Adlercreutzia_caegimuris
S_Eubacteriales__G|1_ bactefium_MOT|159_nov_pP4_268
S_Lachnospinaceae_ G _9_bacte]ium_MOT_ 174 _nov_B6_250
G_Eulpacteriale§_ G _3_
S_Eubacteriales__G|3_ bacteffium_MOT]163 _nov_B6 019
O [Mollicuteg_ O_2_
G|Mollicutey_ G_2_
F] Mollicutes_ F_2_
G_Longibpculum
S_Longikaculum_muris_nov_P3_361
S_Lachnospiraceae__ G_11_ bacteffium_MOT]|177_nov_P6_066
S_Mollicutes__ G »2_bacte]ium_MOT_ 187_nov_B2_890
S_Erysipelatoglostridium__Clostrid{um_innochum_nov_B8_270
G_Erysipelatoclosfridium
S_Oscillospiaceae__G[4_ bacteffium_MOT|151_nov_P6_881
S_Oscillospiraceae_ G _4_bacte]ium_MOT_ P3.555
5_Drancoyrtella
b_Drancoufrtella_magsiliensis_rjov_90_22p
[5_Romboutsia
b_Romboufsia_ilealig
b_Anaerotignum_lactatifermenfans_nov_P5 464
b_Lachnospiraceae_|G_9_ bacferium_MQT_174_nov_89_712
b_Butyriviprio_protegclasticus_ |nov_83_594
5_Butyrivibrio
b_Lachnospiraceae_[G_3_ bacferium_MQT_168_nov_93_528
b_Duncanipglla_freter|_nov_85_$85
b_Sacchar|bacteria_|TM7__ G_B_ bacterjum_HMT_351_nov_92_4
_Olsenellp
_Atopobigceae
b_Olsenelld_multispgcies_sppn5_2_nov_91 966
b_Pseudoflavonifractor_phocagensis_nov 85_921
b_Adlercreutzia_equglifaciens_hov_89_442
b_Muribactyilaceae__G_2_ bactg¢rium_MOT_104_nov_89 200
b_Roseburfa_intestinplis_nov_90_229
5_Lachnogpira
b_Lachnospira_eligens_nov_90]| 021
b_Muribacyilaceae__ ¢ 1 bactg¢rium_MOT_129 nov_86_992
b_Oscillospiraceae_ [G_3_ bacterium_MO|T_150_nov_90_722
D_Mycoplgsmatales
b_Ureaplagma_urealyticum_noy_92_547
_Mycoplapmatacea¢
5_Ureaplagma
5_Neglectibacter
[5_Marinisgorobacterf
b_Marinisporobacter|balticus_mov_82_69p
b_Lachnospiraceae_|G_14_ bafterium_MOT_182_nov_92_060
b_Muribacfilaceae__¢_1_ bact¢rium_MOT_129_nov_87_398
b_Lacrimispora_xylapolytica_npv_92_274
b_Duncaniplla_freterj_nov_87_424
b_Muribaclilaceae_ ¢_2_ bact¢rium_MOT_104_nov_87_800
b_Lachnoc]ostridium| Clostridium_herbiyorans_nov_92_708
b_Bacteroifdes_caeciuris
b_Muribacyilaceae__ ¢ _2_ bactg¢rium_MOT_104_nov_88 956
b_Lachnoc]ostridium| Clostridium_polysaccharolyticum_nov_86_.
b_Prevotella_shahii_nov_87_60R
5_Kineothfix
b_Bacteroides_unifoffmis_nov_96_099
b_Lachnospiraceae_|G_14_ bafterium_MOT_185_nov_96_781
b_Limosilaftobacillug_reuteri
5_Limosilactobacillug
b_Faecalibpculum_rodentium_nov_97_12p
b_Prevotella_sp_ HMT_820_noy_90_204
5_Prevotella
_Prevotellaceae

—5.065-4.015-2.965-1.915-0.865 0.185 1.235 2.285 3.335 4.385

LDA SCORE (log 10)



