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F_Muribadqulaceae
O_Bactdroidales
C_Bagteroidia
P_Bacteyoidetes
G_Dur|caniella
S_Dunjcaniella_ffeteri_nov|89 069
S_Muribaculaceae__G_1_ bactgrium_MOT_129 nov|89_431
S_Durjcaniella_ffeteri_nov|[91_002
S_Ipuncaniellp_freteri
9 Faecalibgculum_roflentium
S_Dunjcaniella_ffeteri_nov|87_755
S_Durjcaniella_ffeteri_nov|93_293
S_Lachnpclostridiym__Clostrjdium_scirjdens_nov| 89 648
S_Durjcaniella_ffeteri_nov|90_408
S_Fusicatpnibacter |saccharivprans_nov[90_041
P_Actinopacteria
S_Muribaculaceae__G¢_1_ bactgrium_MOT 129 nov|85 132
S_Muribaculaceae_ G¢_2_ bactgrium_MOT_104_nov|89_662
S_Mediterraneibactef_ Ruminofoccus_tofques_nov|93_933
S_Lachnospirpceae_ G[14_ bactgrium_MOT_184_nov|92_793
S_Durjcaniella_ffeteri_nov|86_061
F_Eggerthgllaceae
O_Eggerthellales
C_Coriobacteriia
S_Dunjcaniella_ffeteri_nov[89 113
S_Lachnospjraceae_ G¢_6__bactgrium_MOT_171_nov|93_933
S_Lag¢rimispora| saccharo|ytica_nov|93_082
S_Lachnospirpceae_G[14_ bactgrium_MOT_184_nov|95_833
G_Muribaculum
S_Muribaculum_infestinale
S_Adlercfeutzia_cagecimuris
S_Lachnosp|raceae__G_3_ bactgrium_MOT_168_nov|95_417
G_Gordopibacter
S_Gordpnibacter_prolithinfaiciens_nov|89_633
G_Eybacterialds__ G_3_
S_Eubacteriales__G¢_3_ bactgrium_MOT_163_nov|86_019
{_Mollicutds__ G_2_
d_Mollicutgs_ 0_2_
F_Mollicut¢s_ F_2_
G_Longibaculum
S_Longipbaculum_gnuris_nov|93_361
S_Mollicutes__G_2_ bactgrium_MOT_187_nov|82_890
S |Adlercreufzia_caecimuris_nov|89 270
S_Durjcaniella_ffeteri_nov|87_071
S_Lachnospirpceae_ G[11_ bactgrium_MOT_177_nov|96_066
S_Lachnospjraceae__G_3_ bactdgrium_MOT _168_nov|94 572
F[ EubacterialesFamilyXIll_IncerfaeSedis
S_Ahaerotrungus_rubiinfantis_nov| 88 _223
S Oscillosp|raceae__G_4_ bactgrium_MOT_151_nov|96 881
S_Lachnospirpceae_ G[13_ bactgrium_MOT_181_nov|87_225
G_lhubacter
S_lhubacter_massili 194 572
S_Anaerofignum_la
S_Muribagulaceae_|
S_Lachnospiraceae |
S_Bacterdides_caec
S_Adlercreutzia_eqy
S_Lachnospira_eligd
G_Lachnoppira
S_Lachnogpiraceae |
S_Muribagulaceae_|
F_Peptostreptococc
S_Pseudoflavonifrad
S_Meditefraneibactg
S_Sacchafibacteria |
S_Lachnogpiraceae |
S_Oscillogpiraceae_|
S_Ureaplgsma_urea
O_Mycoplpsmataled]
G_Ureaplgsma
F_Mycopl@asmataced
S_Faecalihaculum_r
S_Oscillogpiraceae_|
G_Mobilitalea
S_Mobilitglea_sibirig
S_Oscillogpiraceae_|
S_Oscillojpiraceae_
S_Oscillogpiraceae_|
S_Faecaligatena_fis{
G_Marinisporobacte
S_Marinisporobacte
S_Lachnogpiraceae |
S _Duncanfiella_frete|
S_Faecaligatena_fis{
S_Prevotefla_shahii |
S_Lachnoglostridiun
G_Oscillogpiraceae_|
S_Lachnoglostridiun
P_Proteobjacteria
C_Deltaprpteobacte
O_Desulfdvibrionalg
F_Desulfolibrionacq
G_Mailhella
S_Mailhella_massilig
G_Oscillogpiraceae_|
S_Lachnospiraceae |
G_Kineothrix
G_Lachnoppiraceae]
S_Lachnogpiraceae |
S_Bacterdides_unifg
S_Lachnogpiraceae |
S_Eisenbdrgiella_m3
S_Prevotella_sp__HN
G_Prevotdlla
F_Prevote]laceae
P_Firmicufes
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