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g__Turicibacter
g__Faecalibaculum
__Helicobacter C
g__RGIG4057
g__Muribaculum
g_ CAG-56
g__Kineothrix
g__MD308
g__Alistipes
g__Lachnospira
g__MGBC164599
g__ Acetatifactor
g__MGBC136627
g__RGIG8607
g__Paramuribaculum
g__QXXEO1
g__ Clostridium_Q
g__1XD8-76
g__Schaedlerella
g__Coprocola
g__UBA11957
g__UBA7109
g__Merdisoma
g__ Pelethomonas
g__Dysosmobacter
g__Enterenecus
g__ Acutalibacter
g__Lawsonibacter
g__Anaerotruncus
g__Copromonas
g__Ligilactobacillus
g_14-2
g_ COE1l
g__Butyribacter
g_ Prevotella
g_ Bacteroides
g__1XD42-69
g__Eubacterium_J
g__Ventrimonas
g_ CAG-95
g__UBA3282
g__Choladocola
g__Caccovicinus
g__UBA3402
g__Sporofaciens
g_ CAG-303
g_ CAG-485
g__CAG-873
g__ Duncaniella
g__UBA7173
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