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lleibacterium
Corynebacterium
Staphylococcus
Olsenella

Dubosiella

Turicibacter
Cutibacterium
Bacteroides
Muribaculaceae_[G-1]
Lachnospiraceae_[G-3]
Duncaniella
Muribaculaceae_[G-2]
Erysipelatoclostridium
Phocaeicola
Lachnospiraceae_[G-14]
Anaerostipes
Parasutterella

Mailhella

lhubacter

Eggerthella
Oscillospiraceae_[G-6]
Eubacterium
Anaeroplasma
Mucispirillum

Alistipes
Lachnospiraceae_[G-2]
Lactobacillus
Eubacteriales_[G-1]
Akkermansia
Clostridioides
Carnobacteriaceae_[G—1]
Parabacteroides
Muribacter
Gluceribacter
Adlercreutzia
Faecalibaculum
Weeksellaceae_[G_1]
Mammaliicoccus
Erysipelotrichaceae_[G-1]
Parafannyhessea
Porphyromonas
Ligilactobacillus
Bifidobacterium
Streptococcus
Enterococcus

Rodentibacter

Genus



