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UnRef90"AQAQA7PG19 idatus”Saccharibacteria_unclassified.s—Candidatus_Saccharibacteria”oraf"taxon”T
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Un|Ref! 27 35 ctinomyces.s—Actinomyces sp_HPA0247
Un|Ref90-A0AL %1 Actinomytes.s Actino es sp HMSC035G02
Un|Ref90- 083158 Actimomyces.s _Actimomyces HPAG247
Un|Ref90-A7BEE Actinomyces.s— Actinomyces sp. HMSC035G02
UnIRef90"AQAQE9E[XD Actinomyces.s Actjhomyces_sp_ HMSC035G02
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UniRef! _D4T281 —Actinomyces.s_Actinomyces sp"HMSC035G02
— Un|Ref! AgAg Jg Actinomytes.s Actino €3 s§) HPA8247
Un|Ref90-S278I1 Actinomyces.s Actinomyces sp HM 883 82
Un|Ref! _ESKTW gZU ctinomyces. s~ Actinomyces sp HM 3 02
Un|Ref90-AQ0A2X0 7 gg Actinomytes.s, Actinomyces sp HMSC035G02
Un|Ref90"E6KUUG Actinomyces.5 Actinomyces sg HMSCO035G02
Un|Ref90"A0AOV8 5 ct; Actinomytes.s Actino es S:&) HMSC035G02
Un|Ref90"EoKUS57 A rn'om¥,ces. Actmomyces HPAO247
Un|Ref90"AQAQE9GGN9 Actinomyces.s Acfinomyces sp_HPA0247
Un|Ref90"AO0AQEIGGNIO|g—Actinomyces.s Actinomyces_sp~_HMSC035G02
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Un|Ref90-AOAOE9EZAVO % . Actinomytes.s_, Actinomyces_sp HMSCO&ZSGOZ
Un|Ref90-D4UQM4|g tinomyces.s _Actinomyces” sp HMSC035G
Un|Ref90-A7BCX8|g —Actinomyces.s “Actinomyces 3p "HMSC035G02
Un|Ref90-A7BCX Actinomyces.s _Actinomyces_sp"HPA0247/
Un|Re _90‘U1%6 Actlnomyces.s_Actlnomgces‘sp‘HMSC035G02
Un|Ref90~K0O 0J96 “Actinomyces.s —Actlnom¥, es AMSC035G02
UnRef90"A0A 9]g. _Actinomyces.s. Actinomyces SE HMSC035G02
Un|Ref90"EGKSY4 Actinomyces.5 Actimomyces sp_HPAG24/
UniRef90"E6KSY4|g—Actinomyces.s—Actinomyces sp_HMSC035G02
Un|Ref! _Aogzg |g —Actinomyces.s “Actinomyces 5 ‘HMéCOé’:SGOZ
Un|Ref90~JOSL! Actinomyces.s "Actinomyces 5p HMSC035G02
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Un|Ref90"E6KPFO Actinomyces.s _Actinomyces_sp_HPAQ247
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