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N UniRef90 AQAQA7PFT6|g Candijdatus Saccharibacteria unclassified.s Candjdatus Saccharibacteria oral taxon T
Un|Ref90"AQAQA7PACKIg— Candjdatus_Saccharibacteria_unclassified.s— Candjdatus_Saccharibacteriaoraf” taxorn_T
UniRef90-AQAQA7/P8W1[g__Candidatus Saccharibacteria unclassified.s— Candidatus _Saccharibacteria orat” taxorn_
Un|Ref90"AQAQA/PEY0|g  Candidatus Saccharibacteria tinclassified.s “Candidatus Saccharibacteria oral taxon T
Un|Ref90"AQAQAZPEC3 Candjdatus_Saccharibacterja_unclassjfied.s —Candjdatus_Saccharjbacterja_oral_taxon_T|
UnIRef90"AQAQAZPF85[g—Candidatus—Saccharibacteria_unclassified.s—Candidatus—Saccharibacterja—oraltaxon~T|
Un|Ref90"AQAQA7PIT9 Candidatus—Saccharibacteria_unclassified.s—Candidatus—Saccharipacteria_oral"taxon~T
UnIRef90-AQAQAZPCCO|g—Candidatus”Saccharibacteria_unclassified.s—Can ,|gatu5‘Sacchar,| acteria”oral"taxon T
Un|Ref90"AQAQA7P938 andidatus accharl,gacterl,ajmclassl]g,e s Candidatus—Saccharibacteriaoral taxon~T
UniRef90-AQAQA7PAZ4 angldatus— accharibacteria_unclassjfied.s —Can ,lgatUS‘ accharibacteria”oraf"taxon_T
UnRef90-AQAQA7P9/ andidatus—Saccharijpacterja—uncl|assified.s —Candijdatus—Saccharjpacterja—ora|taxon—T
Un|Ref90"AQAQA7P98 and|datus—Saccharibacterja_unclassifled.s—Cand|datus—Saccharibacterja—oral"taxon~—T
Un|Ref90"AQAQA/P8V! andjdatus_Saccharjpbacteria_unclassjfied.s _Candjdatus_Saccharjpacteria_oral taxon_T
Un|Ref90"AQAQA7P903(g—Candidatus—Saccharibacteria_unclassified.s—Candidatus—Saccharibacteria—oraltaxon™T
UnRef90"AQAQA7P9V8|g—Candidatus_Saccharibacteria”unclassified.s—Candidatus_Saccharibacteria_oral"taxon~T
Un Re,90‘AOAOA73894 Candidatus_Saccharibacteria_unclassified.s —Candidatus_Saccharibacteria”oral"taxon_T
Un|Ref90"AQAQA/PB37|g Candi atus‘Sacclp‘arl acteria—unclassified.s—Candi atus‘Sacct}]larl acteria—oral taxon~T
Un|Ref90"AQAQA7PG19 Candidatus_Saccharibacteria_unclassified.s —Candidatus_Saccharibacteria”oral"taxon_T!
UnRef90-AQAQA7P946[(g Candidatus Saccharijbacteriaunclassified.s —Candidatus —Saccharjbacteria oral taxon_T
UnRef90-AQAQA7PE]9]g —Can |d(?tuss ccharibacteria unclassified.s "Candidatus Saccharibacteria oral taxon 7.
Un|Ref90-AQAQA7P — Candidatus Saccharibacteria_unclassified.5— Candidatus_Saccharibacteria_orat taxom T
Un|Ref90"AQAQA7P %l andidatus—Saccharipbacteria_unclassifled.s—Cand|datus_Saccharibacteria_oral"taxon—T
Un|Ref90"AQAQA7P937 an 1gatus accharj acter;a:unc{ass; Jeg.s andjdatus accRarJ acterja—oraltaxon~T
Un|Ref90-AQAQA7PE56|d—Candjdatus—Saccharipacteria—unclassified.s —Candjdatus—Saccharipacteria”oraltaxon~T
Un Re_90‘AOAOA7='E81 Candjdatus”Saccharjpacterja_unc ass;#;e .5 Candjdatus”Saccharjbacterja_oral” taxon_ T|
Un|Ref90"AQAQA7PAR7(g—Candlidatus—Saccharibacteria_unclassified.s—Cand|datus—Saccharibacteria—oral_taxon—T
Un|Ref90-A0AQA7ZPFM1|g—Candidatus_Saccharibacteria”unclassified.s —Candidatus_Saccharibacteria_oral"taxon™
Un Re_90_A7BBG2é omyces.s Actinomyces sp HMSC035G02 ——
4|E UniRef90-AQAQV. g Actinomyces.s  Actinomyces_sp. HMSC035G02
Un|Ref! 2YUEB Actinomyces.s Actinomyces HPAQ247
UnIRef90~52ZSR21g— Actinomyces.s_ Actinomyces sp HMSC035G02
Un|Ref! 27 35 ctinomyces.s—Actinomyces sp_HPA0247
Un|Ref90-A0A1 %1 Actinomytes.s Actino es sp HMSC035G02
Un|Ref90- 083158 Actimomyces.s _Actimomyces HPAG247
Un|Ref90-A7BEE Actinomyces.s— Actinomyces HMSCO035G02
Un|Ref90"AQAQE9QE]|X0 ctijhomyces.s_ Actjnomyces sp HMSC035G02
Un|Ref90"AOAQE9E)X0|g~Actinomyces.s _Actinomyces_sp_HPA0247
UnRef90"A7BAZ0O|g_ . omyces.s Actihomyces sp FAMSC035G02
Un|Ref! D4T281 Actinomyces.s”Actinomyces sp_HMSC035G02
— Un|Ref! —AgAg Jg Actinomytes.s Actino €3 s§) HPA8247
Un|Ref90-S278I1 Actinomyces.s Actinomyces sp HM 883 82
Un|Ref! _ESKTW gZU ctinomyces. s~ Actinomyces sp HM 3 02
Un|Ref90-AQ0A2X0 7 gg Actinomytes.s, Actinomyces sp HMSC035G02
Un|Ref90"E6KUUG Actinomyces.5 Actinomyces sg HMSCO035G02
Un|Ref90-AQAOVS8 5 ct; Actinomytes.s Actino es S:&) HMSC035G02
Un|Ref90"EQKUS57 Al rn'om¥,ces. Actimomyces HPAO247
Un|Ref90"AQAQE9GGN9 Actinomyces.s Acfinomyces sp_HPA0247
Un|Ref90"AO0AQEIGGNIO|g—Actinomyces.s Actinomyces_sp~_HMSC035G02
Un|Ref90~"A/B9l 3|g_ Actinomyces.s_ Actinomyces HMSC035G02
Un|Ref! _Q§3I585J —Actinomyces.s “Actinomyces 5p HMSC035G02
Un|Ref90-AOAOE9EZAVO % . Actinomytes.s_, Actinomyces_sp HMSC0325G02
Un|Ref90-D4UQM4|g tinomyces.s _Actinomyces” sp HMSC035G
Un|Ref90-A7BCX8|g —Actinomyces.s “Actinomyces 3p "HMSC035G02
Un|Ref90-A7BCX Actinomyces.s _Actinomyces_sp"HPA0247/
Un|Re _90‘U1%6 Actlnomyces.s_Actlnomgces‘sp‘HMSC035G02
Un|Ref90~KO 0]96 “Actinomyces.s —Actlnom¥, es HAMSC035G02
Un|Ref90~AQA 9]g. Actinomyces.s. Actinomyces SE HMSC035G02
Un|Ref90"EGKSY4 Actinomyces.5 Actimomyces sp_HPAG24/
UniRef90"E6KSY4|g—Actinomyces.s—Actinomyces sp_HMSC035G02
Un|Ref! _Aogzg |g —Actinomyces.s “Actinomyces 5 ‘HM§C0§35G02
Un|Ref90~JOSL! Actinomyces.s "Actinomyces 5p HMSC035G02
Un|Ref90"A7BA Actlnomn¥ces.? Actinomyces s;) HPA8247
Un|Ref! :gl OMZ2[g_— Actinomyces.s_ Actinoniyces sp, HMSC035G02
Un|Ref! 2ZA65|g —Actinomyces.s “Actinomyces 5p HMSC035G02
Un|Ref90"E6KSN5|g—A tlnomtyces.s_Actlnom ces_sp_HMSC035G02
Un|Ref90-A0A1D 473'9 Actinomyces.s Ac |nom}/ces sp_HMSC035G02
Un|Ref90-S2ZHI0 Actinomyces.s  Actinomyces HMSC035G02
Un|Ref90"E6KPFO Actinomyces.s _Actinomyces_sp_HPAQ247
Un|Ref90~"L1PLE3[g —Actinomyces.s _Actinomyces sp " HMSC035G02
Un|Ref90"L1PLE3 Actinomyces.s”_Actinomyces sp_HPAQ247
Un|Ref _U10F0M g_. Actino gcesS‘ Actinomyces sp HPAQ0247
Un|Ref90~"L1PFP6|d " Actinomyces.s "Actinomyces Sp HMSggggGgZ
Un|Ref! _SZZSW %mctmomyces.? Actinomyces sp HM E 02
-E Un|Ref90-A0AQV8 . Actinomyces.s, Actinomyces sp HMSC035G02
UniRef90"A7BDK2|g__Actimomyces.5__ Actimomyces sp_HMSC035G02
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