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g__Pauljensenia;s__Pauljensenia odontolytica_C
g__Nanosynbacter;s_ Nanosynbacter lyticus
g__Lactobacillus;s__Lactobacillus crispatus
g__Pauljensenia;s__Pauljensenia odontolytica_A

g__ Brevundimonas;s_ Brevundimonas intermedia
g__Herbaspirillum;s__Herbaspirillum aquaticum

g_ Sphingobacterium;s__Sphingobacterium siyangense
g__ Brevundimonas;s_ Brevundimonas sp002484265
g_ Brevundimonas;s_ Brevundimonas sp002434505
g__ Pseudomonas_A;s_ Pseudomonas_A stutzeri_AD
g__Sphingomonas;s__Sphingomonas sp005503355
g__Pseudomonas_A;s_ Pseudomonas_A sp003205815
g__ Cutibacterium;s__Cutibacterium acnes

g_ Cupriavidus;s__Cupriavidus metallidurans

g_ Bacillus_A;s_Bacillus_A sp002571225

g__ Bacillus_A;s_Bacillus_A sp006494425
g__Bradyrhizobium;s__Bradyrhizobium sp003020075
g_ Bacillus_A;s_ Bacillus_A anthracis
g__Mycobacterium;s__Mycobacterium chelonae
g__Stenotrophomonas;s__Stenotrophomonas maltophilia_A)
g__Phyllobacterium;s__Phyllobacterium sp900539805
g__Comamonas;s__Comamonas tsuruhatensis

g_ Bacillus_A;s_ Bacillus_A paranthracis
g__Herbaspirillum;s__Herbaspirillum huttiense
g__Comamonas;s__Comamonas acidovorans
g__Pseudomonas_A;s__ Pseudomonas_A stutzeri

g__ Staphylococcus;s__Staphylococcus aureus
g__Stenotrophomonas;s__Stenotrophomonas maltophilia_S
g_ Brevundimonas;s_ Brevundimonas sp002157625
g_ Bacillus_A;s_ Bacillus_A tropicus
g__Mycobacterium;s__Mycobacterium phocaicum
g__Escherichia;s__Escherichia coli
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