
0.0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

0.8

R
e
la

ti
v
e
 a

b
u
n
d
a
n
ce

class: 1906.BHI class: 1906.RPMI

d__Bacteria.p__Patescibacteria.o__Saccharimonadales.f__Nanosynbacteraceae.g__Nanosynbacter.s__Nanosynbacter_lyticus.z__GCF_000803625_1_Candidatus_Saccharibacteria_oral_taxon_TM7x_strain_TM7x__ASM80362v1


