
0.0000

0.0001

0.0002

0.0003

0.0004

0.0005

0.0006
R

e
la

ti
v
e
 a

b
u
n
d
a
n
ce

class: 1906.BHI class: 1906.RPMI

DTDPRHAMSYN_PWY__dTDP_beta._L_rhamnose_biosynthesis.g__Actinomyces_s__Actinomyces_sp_HPA0247


