Signiticantly Represented laxa

P_Firmicutes
O_Lactobacillales
G_Velllonella
(¢_Bacilli
G_Streptgcoccus
F_ptreptocoqcaceae
F_Veillondllaceae
O_Veillopellales
S_Veillohella_mulffispecies_sjpp24 2
C_Negat|vicutes
S_Stfeptococcys_mitis
G_Haemophilus
S_Ytreptococus sp_ HMT 423
S_Haemophilys_parainfluenzae
[ Pasteurgllaceae
O_Pastedrellales
C_Gamfnaproteoljacteria
S_Meillonella_parvula

G| Rothia
_Microcodcaceae
O_Microcpccales
S_Rothia_dentdcariosa
G_Kingella
S_Kingellp_oralis
S_Pofphyromomas_sp_ HMT 278
S_Streptococ¢us_sp_ HMT_064
S| Prevotella_melaninpgenica
S_Neisgeria_bacilliformis
S_Streptdcoccus_sgnguinis
S_fapnocytqgphaga_spltigena
S_Lachnganaerobaculum_umeaense
S_Streptococcpis_oralis_gubsp__deptisani_clade_058
S_Streptococcus_orplis_subsp| oralis
G_Riegmerella
S_Riemerglla_sp_ HMT_322

S_Corynepacterium| durum

(2]

 |Actinomy¢es sp_ HMT 171
G_Granulicatella
F_Clarnobactefriaceae
G_Afachnia
F_Propionibactefriaceae
O_Ptopionibackeriales
S_Ytreptococgus_sp_ HMT_056
F_Weeksdllaceae
b_Cardiobpcterium_hominis
IS_Arachnip_rubra
S_[Streptocogcus_sangpinis_nov_97_778
S_Rothfa_aeria
S_Campylobacter_ghowae
S_Granulicatella_afliacens
S| Streptocgccus_vestlibularis
S_Peptidiphdga_gingivjcola_nov_[96 502
S_Sacdgharibactefia_ TM7_| G_1_ ba¢terium_HMT_957
S_Haemophilus_parahaemplyticus
S_Aggregatibaqgter_sp_ HMT_513
S_Stregtococcus_mutans
9 Fusobacflerium_multispecies |spp3_2
S_Selenomonas| sp_ HMT|137_nov_[97_624
S_Schaglia_sp_ HMT_180
S_Pofphyromomas_sp_ HMT 284
IS_Neisserfa_sicca
S_Agg@regatibagter_sp_ HMT_898
S_Neissgria_sp_ HMT_018
S_Haemophfjlus_sp_ HMT 036
b_Treponema_sp_ HMT_234
S_Cappnocytoph3dga_sp_ HMT_864
b_Streptodoccus_multispecies |spp9_2
S_pelenomomas_sp_ HMT 137
S |Actinomyges_sp_ HMT_448
S_HRorphyrompnas_multlispecies_spp10_2
S_$elenomomas_sp_ HMT_892
S_Granglicatella_glegans
S_Capnocytophaga_gingipalis_nov_[96_211
9 Leptotrichia_sp_ HMT_215
S_Cappnocytophgga_sp_ HMT_335
S_Neisperia_mulfispecies_gpp22_2
S_Lg¢ptotrichial sp_ HMT|215_nov_[97_397

S_Veillonella_fogosae

wn

 |Actinomy¢es_sp_ HMT_896
S_Alloprevotella_sp_ HMT_912

S_Rothia_mucilgginosa
S_Streptococcus| downii
S_Veillohella_mulffispecies_sjpp21_3
S_Selgnomonas| sp_ HMT|137_nov_[95_842
| G_1_ba MT_155

S_Veillo

fterium_H

hellaceae |
b_Pseudoleptotrichig_sp_ HMT[ 221
b_Selenonponas_sp_|HMT_920
b_Slackia_fxigua
D _Eggerthlellales
F_Eggerthellaceae
5_Slackia
P_Tenericutes
[G_Mycoplgsma
b_Mycoplgsma_salivhrium
D_Mycoplgsmatales
C_Mollicutps

F Mycoplasmataceag
b_Prevotelfla_baronige
[5_Solobadterium
b_Solobacferium_mqorei
[5_Lachnogpiraceae | G_2_
b_Lachnodpiraceae_[G_2_ bacterium_HNT_096_nov_87_526
[5_Peptostfeptococcgceae_ G [l
b_Peptostieptococcdceae_G_]_ Eubacferium__infirmum
5_Prevotella_oralis
b_Schaalid_georgiae]
b_Stomatdbaculum_Jongum
b_Streptoqoccus_corjstellatus
b_Veillonellaceae__{_1_ bacterium_HMT| 150
b_Porphyrpmonas_pgsteri_nov| 97_947
5_Bulleidia
b_Bulleidig_extructa
b_Prevotella_veroralls
b_Schaalid_sp_ HMT| 877
b_Absconditabacterip_ SR1__ |G 1_ bacterium_HMT_345
[5_Sacchatlibacteria_| TM7__ G|3_
b_Saccharfjbacteria_{TM7__ G|3_ bacterjum_HMT_351
b_Selenonponas_sp_|HMT_138
b_Schaalid_sp_ HMT[ 178
b_Selenonponas_dianae
b_Porphyrpmonas_sp_ HMT_275_nov_97| 947
[5_Scardoyia
b_Scardovja_wiggsige
D Bifidobgcteriales
I Bifidobafteriaceaq
b_Actinomyces_sp_ HMT_171_jnov_96_813
b_Capnocytophaga_gp_ HMT_338
b_Leptotri¢hia_trevidanii
b_Schaalig_meyeri
b_Selenonponas_nox|a_nov_96| 634
b_Prevotelfla_multispecies_sppp0_2
b_Capnocytophaga_$p_ HMT 412
b_Actinomyces_sp_ HMT_897
[_Erysipelptrichaceae
D_Erysipelotrichales
C_Erysipelptrichia
b_Absconditabacterip_ SR1__ [G_1_ bacterium_HMT_875
b_Mogibadterium_diyersum
b_Actinomyces_sp_ HMT_171 jnov_96_421
b_Prevotelfla_fusca
[5_Anaeroglobus
b_Anaerodlobus_geminatus
b_Weeksel|laceae_ d 1_ sp_ HMT_900_nov_90_760
b_Prevotella_micans
b_Treponema_sp_ HMT_927_n¢v_91_41]
b_Tannerella_sp_ HMT_808
b_Capnocytophaga_gp_ HMT_332
b_Prevotelfla_salivae
b_Leptotrighia_shahi
b_Veillonella_dispar
b_Prevotella_dentali
b_Peptostieptococcdceae_ G_J_ bacterium_HMT_081
b_Treponema_sp_ HMT_231

b_Cardiobgcterium_fominis_n¢v_97_510

b_Treponema_dentidola
b_Peptostijeptococcdceae_ G _§_ Eubacferium__nodatum
[5_Peptostfeptococcgceae_ G_p_
[5_Absconditabacteria_ SR1_ [G_1_
F_Absconditabacteria_ SR1__F 1_
D_Absconglitabacterfa_ SR1_ [0 1_
_Absconditabacterip_ SR1__[C_1_
P_Absconditabacterin_ SR1_
5_Prevotelfla_marshi
b_Catonella_sp_ HM[T_451
b_Porphyrpmonas_sp_ HMT_275
b_Capnocytophaga_gp_ HMT_$63
b_Leptotrighia_sp_ HMT_223
[5_Lachnogpiraceae | G_3_
b_Lachnogpiraceae_|G_3_ backerium_HNIT_100
b_Selenonponas_artgmidis

b_Porphyrpmonas_sp_ HMT_277

[5_Peptostfeptococcgceae_G_p_
b_Peptostieptococcdceae_ G % Eubacferium__saphenum

b_Porphyrpmonas_sp_ HMT_284_nov_97| 746

b_Lachnognaerobacfilum_sabyrreum

b_Selenonponas_sp_[HMT_919| nov_97_§28

b_Selenonponas_sp_|HMT_479

[5_Oribacterium

b_Treponema_lecithiholyticum

b_Streptodoccus_crigtatus_clagle_578

b_Cardiobgcterium_yalvarum

[5_Peptostfeptococcgceae_G_P_

b_Peptostijeptococcdceae_ G 9  Eubacferium__brachy

[5_Sacchaifibacteria_{ TM7__ G|2_

b_Saccharfjbacteria_{TM7__ G |2_ bacterjum_HMT_350

[5_Peptostfeptococcys

b_Peptostijeptococcys_stomatip

b_Neisserip_subflavg

b_Oribactgrium_sp_ |HMT_078

b_Mogibadterium_timidum

b_Aggregdtibacter_sp_ HMT_4p8

b_Leptotrighia_sp_ HMT_463

b_Catonella_morbi

b_Capnocytophaga_sp_ HMT_336

b_Gemelld morbilloum

b_Tannere|la_sp_ HMT_286

b_Prevotella_denticdla

[G_Centipefa

b_Centipefla_periodgntii

b_Treponema_socranskii

b_Prevotelfa_oris

[5_Mogibagterium

[G_Dialiste

5 Dialisten_invisus

b_Lachnognaerobacyilum_sp_ HMT_083

b_Treponema_sp_ HMT_237

b_Saccharjbacteria_|TM7__ G_[1_ bacterjum_HMT_346
b_Saccharjbacteria_|TM7__ G_[1_ bacterjum_HMT_348

[5_Mitsuokpglla

b_Mitsuokella_sp_ HMT_521

[5_Catonella

[G_Sacchaiibacteria_[TM7__ G|5

t_Sacchar|bacteria_[TM7__ F |

L~
|

b_Saccharfbacteria_{TM7__ G |5_ bacterjum_HMT 356

G_Filifactor

b_Filifactof_alocis

b_Prevotelfla_sp_ HMT_300

5_Campylgbacter_gracilis

b_Fusobadterium_nalviforme

[5_Parvimdnas

_Peptonighilaceae

D Tissiere|lales

C_Tissierellia

b_Neisserip_flava

b_Fretibacferium_sp| HMT_359

b_Olsenellp_sp_ HMT_807

[G_Olsenella

b_Parvimopas_micra|

G_Ruminofoccaceadqd G_1_

b_Ruminogoccaceael G_1_ bacterium_HMT 075

F_Ruminogoccaceae

b_Selenonponas_spufigena

b_Campylpbacter_cgncisus

b_Leptotrithia_sp_ HMT_498

b_Selenonponas_nox|a

G_Tannerefla

F_Tannerellaceae

b_Prevotella_sp_ HMT_317

[5_Campylpbacter

F Campylgbacteracgae

D_Campylpbacteralgs

[_Epsilongroteobacteria

b_Aggregdtibacter_segnis

[G_Sacchaifibacteria_[ TM7__ G]1

b_Leptotrichia_sp_ HMT_225_rjov_96_95]

b_Porphyremonas_endodontalls

[5_BurkholPeria

b_Burkholdleria_cepdcia

b_Leptotrighia_wade]

F_Lachnospiraceae

b_Allopreviotella_sp_| HMT_473

b_Fretibacferium_sp| HMT_36

b_Peptidiphaga_sp_[HMT_ 183

_Sacchar|bacteria_[{TM7__ F [

b_Leptotrigchia_sp_ HMT_417

b_Fusobadterium_nucleatum_gubsp__animalis

b_Prevotella_sp_ HMT_314

b_Streptoqoccus_ordlis_subsp_| dentisan|_clade_398

[G_Trepongma

F_Treponemataceae

D _Spirochpetales

[_Spirochgetia

P_Spirochgetes

b_Fretibacferium_fadtidiosum

[

D_Sacchatlibacteria_| TM7__ O

C_Saccharfbacteria_[TM7__ C]1

P_Sacchar|bacteria_[TM7_

[5_Selenomonas

F_Peptostreptococcdceae

[5_Bacterojdales_ G |2

 Bacteroidales_ F 2

b_Bacterofdales_ G_P_ bacterjum_HMT_p74

[5_Neisserfa

F_Selenomonadacedge

D_Selenomonadales

b_Neisserip_flavescgns

b_Leptotrighia_buccalis

5_Fretibagterium

I Synergiqtaceae

D_Synergigtales

C_Synergigtia

P_Synergigtetes

b_Allopreviotella_tanpherae

D _Eubactdriales

[ _Clostridfa

b_Fusobadterium_nucleatum_dqubsp__vingentii

[5_Prevote|la

G_Allopre\otella

[5_Fusobadterium

I Fusobacferiaceae

_Leptotrithiaceae

G_Leptotrichia

_Prevotellaceae

P Bacteroidetes

D_Bacterofjdales

[ Bactero|dia

D_Fusobadteriales

C_Fusobadteriia

P_Fusobacferia

~5.188-4.118-3.048-1.978-0.908 0.162 1.232 2.302 3.372 4.442
LDA SCORE (log 10)



