
0 1 2 3 4 5
LDA SCORE (log 10)

O_Burkholderiales
C_Betaproteobacteria

G_Terrimonas
S_Terrimonas_multispecies_sppn1_2_nov_90_928

O_Chitinophagales
F_Chitinophagaceae

C_Chitinophagia
S_Pseudomonas_multispecies_spp13_2

F_Pseudomonadaceae
G_Pseudomonas
P_Proteobacteria

C_Gammaproteobacteria
S_Staphylococcus_multispecies_spp15_3

G_Enterobacter
S_Enterobacter_hormaechei

P_Firmicutes
S_Staphylococcus_warneri

O_Corynebacteriales
C_Actinomycetia
P_Actinobacteria

S_Acidovorax_temperans
F_Comamonadaceae

G_Acidovorax
O_Sphingobacteriales

F_Sphingobacteriaceae
S_Sphingobacterium_multivorum

G_Sphingobacterium
C_Sphingobacteriia

S_Pseudomonas_putida
S_Priestia_megaterium

S_Chryseobacterium_gambrini
S_Acinetobacter_johnsonii

S_Rhodococcus_qingshengii
F_Nocardiaceae
G_Rhodococcus

S_Chryseobacterium_yeoncheonense_nov_97_484
F_Weeksellaceae
C_Flavobacteriia

O_Flavobacteriales
G_Chryseobacterium

P_Bacteroidetes
S_Priestia_aryabhattai

G_Priestia
F_Bacillaceae

O_Bacillales
C_Bacilli

Significantly Represented Taxa

Brain_5XFAD_17MO Brain_5XFAD_8_MO Brain_PSAPP_22_MO Brain_PSAPP_9_MO


