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C_Bacteroidia
O_Bacteroidales
P_Bacteroidetes
F_Porphyromonadaceae
G_Porphyromonas
S_Porphyromonas_gingivalis
F_Prevotellaceae
G_Prevotella
P_Spirochaetes
C_Spirochaetia
O_Spirochaetales
F_Treponemataceae
G_Treponema
S_Fusobacterium_nucleatum_subsp__vincentii
S_Fusobacterium_nucleatum_subsp__animalis
S_Porphyromonas_endodontalis
C_Clostridia
O_Eubacteriales
F_Tannerellaceae
G_Tannerella
G_Fretibacterium
O_Synergistales
P_Synergistetes
F_Synergistaceae
C_Synergistia
S_Tannerella_forsythia
G_Dialister
S_Alloprevotella_tannerae
S_Prevotella_oris
S_Saccharibacteria__TM7___G_5__bacterium_HMT_356
G_Saccharibacteria__TM7___G_5_
F_Peptostreptococcaceae
F_Saccharibacteria__TM7___F_2_
S_Dialister_invisus
S_Treponema_denticola
G_Filifactor
S_Filifactor_alocis
S_Treponema_sp__HMT_237
C_Bacteroidetes__C_1_
S_Prevotella_denticola
F_Bacteroidetes__F_1_
O_Bacteroidetes__O_1_
S_Fretibacterium_sp__HMT_360
S_Parvimonas_micra
S_Fusobacterium_multispecies_spp46_2
S_Saccharibacteria__TM7___G_1__bacterium_HMT_346
S_Prevotella_sp__HMT_304
S_Peptostreptococcaceae__G_1___Eubacterium__infirmum
S_Fretibacterium_fastidiosum
G_Peptostreptococcaceae__G_1_
S_Prevotella_koreensis
G_Bacteroidetes__G_5_
C_Coriobacteriia
S_Treponema_socranskii
O_Coriobacteriales
O_Bifidobacteriales
G_Lancefieldella
F_Atopobiaceae
G_Bacteroidetes__G_3_
F_Bifidobacteriaceae
C_Erysipelotrichia
F_Erysipelotrichaceae
O_Erysipelotrichales
S_Prevotella_sp__HMT_317
S_Fretibacterium_sp__HMT_359
S_Oribacterium_sp__HMT_078
S_Streptococcus_constellatus
S_Treponema_sp__HMT_231
S_Bifidobacterium_dentium
G_Bifidobacterium
S_Fusobacterium_nucleatum_subsp__nucleatum
S_Fretibacterium_sp__HMT_362
S_Lancefieldella_rimae
S_Prevotella_multiformis
S_Bacteroidetes__G_5__bacterium_HMT_511
S_Dialister_pneumosintes
G_Peptostreptococcus
S_Bacteroidetes__G_3__bacterium_HMT_365
S_Peptostreptococcus_stomatis
F_Bacteroidaceae
S_Anaeroglobus_geminatus
G_Anaeroglobus
G_Peptostreptococcaceae__G_4_
S_Selenomonas_sputigena
S_Anaerolineae__G_1__bacterium_HMT_439
O_Anaerolineales
P_Chloroflexi
F_Anaerolineaceae
C_Anaerolineae
S_Prevotella_oralis
G_Anaerolineae__G_1_
S_Fusobacterium_sp__HMT_370
G_Phocaeicola
S_Phocaeicola_abscessus
C_Mollicutes
S_Prevotella_sp__HMT_443
P_Tenericutes
S_Prevotella_baroniae
S_Treponema_maltophilum
S_Treponema_sp__HMT_257
G_Mycoplasma
S_Clostridiales__F_1__G_1__bacterium_HMT_093
S_Treponema_sp__HMT_247
F_Clostridiales__F_1_
S_Mycoplasma_faucium
G_Clostridiales__F_1__G_1_
O_Mycoplasmatales
F_Mycoplasmataceae
S_Peptostreptococcaceae__G_4__bacterium_HMT_369
S_Alloprevotella_tannerae_nov_94_737
S_Treponema_sp__HMT_238
F_Peptococcaceae
G_Peptococcus
S_Peptococcus_sp__HMT_167
S_Catonella_sp__HMT_451
S_Prevotella_sp__HMT_300_nov_97_764
S_Treponema_medium
S_Porphyromonas_gingivalis_nov_93_483
S_Prevotella_buccae

S_Cardiobacterium_valvarum
S_Actinomyces_naeslundii

S_Johnsonella_sp__HMT_166
S_Actinomyces_oris

S_Lachnospiraceae__G_2__bacterium_HMT_096_nov_87_603
S_Granulicatella_elegans

S_Arachnia_propionica
S_Actinomyces_sp__HMT_170

S_Capnocytophaga_gingivalis_nov_96_234
G_Arachnia

S_Cardiobacterium_hominis
S_Paracoccus_yeei_nov_94_457

G_Paracoccus
S_Kingella_oralis

S_Lachnoanaerobaculum_umeaense
G_Rhodobacter

G_Lachnospiraceae__G_2_
F_Propionibacteriaceae

G_Kingella
S_Rhodobacter_capsulatus_nov_96_305

O_Propionibacteriales
S_Campylobacter_showae

S_Corynebacterium_durum
S_Campylobacter_concisus

S_Abiotrophia_defectiva
G_Abiotrophia

G_Cardiobacterium
O_Cardiobacteriales

F_Cardiobacteriaceae
S_Prevotella_sp__HMT_472

F_Rhodobacteraceae
O_Rhodobacterales

G_Aerococcus
S_Aerococcus_viridans

S_Leptotrichia_sp__HMT_225_nov_96_544
S_Actinomyces_sp__HMT_175

G_Riemerella
S_Riemerella_sp__HMT_322

S_Acinetobacter_sp__HMT_408_nov_97_536
S_Neisseria_elongata

S_Alloprevotella_sp__HMT_473
S_Granulicatella_adiacens

S_Peptostreptococcaceae__G_7___Eubacterium__yurii_subsps__yurii__margaretiae
G_Lautropia

S_Lautropia_mirabilis
F_Burkholderiaceae

S_Gemella_haemolysans
S_Brevundimonas_diminuta

O_Burkholderiales
G_Peptostreptococcaceae__G_7_

G_Granulicatella
F_Carnobacteriaceae

S_Neisseria_multispecies_spp1_2
S_Streptococcus_oralis_subsp__tigurinus_clade_071

F_Aerococcaceae
G_Micrococcus

S_Pseudoleptotrichia_goodfellowii
F_Gemellaceae

G_Gemella
O_Bacillales

S_Rothia_aeria
G_Moraxella

S_Moraxella_osloensis
S_Porphyromonas_pasteri

S_Fusobacterium_periodonticum
O_Caulobacterales

F_Caulobacteraceae
S_Fusobacterium_hwasookii

F_Weeksellaceae
S_Corynebacterium_matruchotii

G_Pseudoleptotrichia
G_Neisseria

G_Actinomyces
S_Streptococcus_oralis_subsp__dentisani_clade_398

F_Actinomycetaceae
O_Actinomycetales

S_Streptococcus_sanguinis
O_Corynebacteriales

F_Corynebacteriaceae
G_Corynebacterium

O_Neisseriales
F_Neisseriaceae

C_Alphaproteobacteria
S_Streptococcus_sp__HMT_423
S_Haemophilus_parainfluenzae

C_Betaproteobacteria
C_Flavobacteriia

O_Flavobacteriales
G_Haemophilus

O_Pasteurellales
F_Pasteurellaceae

S_Streptococcus_mitis
S_Acinetobacter_johnsonii

S_Rothia_dentocariosa
G_Rothia

F_Micrococcaceae
O_Micrococcales
G_Acinetobacter
F_Moraxellaceae

O_Pseudomonadales
P_Actinobacteria
C_Actinomycetia

P_Firmicutes
C_Gammaproteobacteria

F_Streptococcaceae
G_Streptococcus
O_Lactobacillales

C_Bacilli
P_Proteobacteria

Significantly Represented Taxa
Subgingival_deep_pockets Subgingival_shallow_pockets


