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G_Selenomonas
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S_Streptococcus_gordonii
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S_Aggregatibacter_
S_Johnsonella_ignaVa
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G_Lachnospiraceae] G_3_
S_Lachnospiraceae | G_3_ bacterium_HMT_100
G_Oribacterium
G_Brevundimonas
F_Weeksellaceae
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S_Prevotella_oris
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S_Acinetobacter_johnsonii
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