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SP152 Alloprevotella sp. HMT-473

SP153 Acinetobacter sp._str._DR1

SP154 Capnocytophaga sp._oral_taxon_336
SP155 Prevotella melaninogenica

SP156 Rhizobium larrymoorei_ HMT-D45

SP157 Streptococcus constellatus

SP158 Gemella haemolysans

SP159 Oribacterium sinus

SP16 Pseudoleptotrichia sp. HMT-215

SP160 Metamycoplasma faucium

SP161 Peptoanaerobacter yurii

SP162 Ruminococcaceae [G2] bacterium HMT-085
SP163 Selenomonas infelix

SP167 Neisseria oralis

SP168 Leptotrichia hongkongensis

SP169 Campylobacter concisus

SP17 Odoribacteraceae [G5] bacterium HMT-505
SP170 Treponema maltophilum

SP171 Aggregatibacter aphrophilus

SP172 Prevotella veroralis

SP173 Fretibacterium sp. HMT-359

SP174 Fusobacterium sp. HMT-370

SP178 Aggregatibacter sp. HMT-898

SP179 Streptococcus oralis

SP18 Selenomonas sp. HMT-481

SP182 Tannerella sp. HMT-808

SP183 Segatella sp. HMT-300

SP184 Nanosynbacter lyticus

SP187 Lachnospiraceae [G8] bacterium HMT-500
SP188 Streptococcus vestibularis

SP189 Veillonella sp. HMT-780

SP19 Segatella salivae

SP191 Alloprevotella sp. HMT-913

SP192 Fusobacterium nucleatum_sensu_stricto
SP193 Saccharimonas sp. HMT-346

SP194 Streptococcus sp. HMT-058

SP195 Capnocytophaga granulosa

SP196 Alloprevotella sp. HMT-914
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SP335 Streptococcus sp._ HMT-B66
SP336 Anaerovoracaceae [G4] bacterium HMT-103
SP338 Bulleidia extructa

SP339 Streptococcus sp. HMT-070

SP34 Riemerella sp. HMT-322

SP340 Rothia mucilaginosa

SP344 Peptidiphaga sp. HMT-183

SP345 Porphyromonas sp._ HMT-B94
SP347 Agrobacterium tumefaciens
SP348 Lautropia mirabilis

SP349 Treponema lecithinolyticum

SP35 Nanosyncoccus sp. HMT-351
SP351 Schaalia meyeri

SP353 Lachnoanaerobaculum sp. HMT-083
SP354 Micrococcus luteus_ HMT-C78
SP355 Hoylesella marshii

SP358 Actinomyces massiliensis

SP359 Parvimonas sp. HMT-393

SP36 Leptotrichia sp. HMT-225

SP360 Eikenella corrodens

SP361 Prevotella micans

SP362 Aggregatibacter sp._oral_taxon_512
SP37 Fusobacterium sp. HMT-203
SP371 Butyrivibrio sp. HMT-080

SP373 Leptotrichia sp. HMT-223

SP374 Streptococcus mutans

SP376 Neisseria mucosa

SP377 Moraxella sp._HMT-B07

SP379 Neisseria pharyngis

SP38 Streptococcus sinensis

SP380 Anaeroglobus massiliensis

SP384 Anaerovoracaceae [G5] saphenum
SP385 Catonella sp. HMT-451

SP388 Phocaeicola abscessus

SP39 Mitsuokella sp. HMT-521

SP390 Nanogingivalis gingivitcus

SP393 Fusobacterium naviforme

SP394 Chryseobacterium gleum

~b P I Tl TA Al A Y R

SP769 Arachnia rubra

SP782 Fusobacterium nucleatum_subsp._animalis
SP79 Leptotrichia hofstadii

SP8 Neisseria elongata

SP80 Capnocytophaga sp._oral_taxon_380

SP81 Prevotella multiformis

SP82 Capnocytophaga gingivalis

SP823 Bacteroides pyogenes

SP83 Selenomonas dianae

SP84 Oribacterium sp. HMT-078

SP86 Streptococcus intermedius

SP87 Capnocytophaga leadbetteri

SP90 Arachnia propionica

SP92 Fusobacterium polymorphum

SP94 Capnocytophaga sp._oral_taxon_335

SP95 Streptococcus parasanguinis

SP97 Anaeroglobus geminatus

SP98 Nanoperiomorbus periodonticus

SP99 Paludibacteraceae [G1] bacterium HMT-274
SPN1051 Actinomyces sp._oral_taxon_175_nov_97.963%
SPN153 Streptococcus oralis_nov_97.988%

SPN202 Prevotella intermedia_nov_97.172%
SPN213 Corynebacterium matruchotii_nov_97.980%
SPN225 Saccharimonas sp. HMT-869_nov_95.806%
SPN237 Porphyromonas sp. HMT-278_nov_97.764%
SPN249 Capnocytophaga gingivalis_nov_96.234%
SPN260 Segatella sp. HMT-300_nov_97.764%
SPN271 Odoribacteraceae [G5] bacterium HMT-511_nov_96.894%
SPN283 Porphyromonas sp. HMT-284_nov_97.760%
SPN284 Prevotella melaninogenica_nov_96.559%
SPN297 Pseudoleptotrichia sp. HMT-215_nov_97.840%
SPN298 Capnocytophaga gingivalis_nov_90.586%
SPN310 Parvimonas sp. HMT-110_nov_97.699%
SPN321 Rhodobacter capsulatus_nov_96.305%
SPN333 Hoylesella pleuritidis_nov_97.358%

SPN344 Alloprevotella tannerae_nov_94.737%
SPN356 Capnocytophaga granulosa_nov_84.948%
SPN367 Streptococcus intermedius_nov_97.633%



