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G_Porphyromonas
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C_Clostridia
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S_Acinetobacter_johnsonii
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F_Microbacteriaceae
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G_Peptostreptococcus
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F_Peptococcaceae
S_Metamycoplasma_faucium
S_Peptococcus_sp_HMT_167
G_Peptococcus
S_Anaeroglobus_massiliensis
S_Streptococcus_salivarius
S_Campylobacter_sp__HMT_G43
S_Prevotellaceae_multigenus_multispecies_spp11_2
G_Pyramidobacter
O_Anaerolineales
F_Anaerolineaceae
F_Dethiosulfovibrionaceae
C_Anaerolineae
G_Rhizobium
S_Rhizobium_larrymoorei_HMT_D45
P_Chloroflexota
G_Anaerolineae_G1_
S_Anaerolineae_G1__bacteriumHMT_439
S_Pyramidobacter_piscolens

S_Neisseria_oralis_nov_97_551
S_Porphyromonas_sp_HMT_278_nov_97_764

S_Cardiobacterium_valvarum
S_Campylobacter_showae

S_Haemophilus_haemolyticus
S_Granulicatella_elegans

S_Capnocytophaga_sp__oral_taxon_380
S_Lachnoanaerobaculum_umeaense

F_Weeksellaceae
S_Actinomyces_sp__oral_taxon_175_nov_97_760

G_Lachnospiraceae_G3_
S_Pseudoleptotrichia_sp_HMT_219

S_Veillonella_sp_HMT_780
S_Lachnospiraceae_G3__bacteriumHMT_100

S_Aggregatibacter_sp_HMT_898
S_Actinomyces_massiliensis

S_Capnocytophaga_gingivalis_nov_97_699
S_Neisseria_mucosa

S_Corynebacterium_matruchotii_nov_97_980
G_Lachnoanaerobaculum

S_Peptidiphaga_gingivicola
S_Actinomyces_sp__oral_taxon_175_nov_97_963

F_Corynebacteriaceae
G_Riemerella

S_Riemerella_sp_HMT_322
O_Corynebacteriales
G_Corynebacterium

S_Actinomyces_johnsonii
G_Peptidiphaga

S_Kingella_denitrificans
S_Corynebacterium_sp__HMT_A16

S_Neisseria_elongata
S_Neisseria_flava

S_Selenomonas_noxia
S_Cardiobacterium_hominis

S_Pseudoleptotrichia_sp_HMT_215
S_Actinomyces_naeslundii

S_Leptotrichia_sp_HMT_225
S_Kingella_oralis

S_Actinomyces_timonensis_nov_87_123
S_Capnocytophaga_periodontitidis

G_Cardiobacterium
O_Cardiobacteriales

F_Cardiobacteriaceae
S_Parvisynbacter_sp_HMT_348

G_Abiotrophia
S_Abiotrophia_defectiva

F_Aerococcaceae
S_Streptococcus_vestibularis

O_Burkholderiales
G_Parvisynbacter

F_Parvisynbacteraceae
S_Streptococcus_sp_HMT_058
S_Capnocytophaga_gingivalis

G_Kingella
S_Streptococcus_sp__oral_taxon_064

S_Lautropia_mirabilis
F_Burkholderiaceae

S_Gemella_morbillorum
S_Gemella_haemolysans

G_Lautropia
S_Actinomyces_sp_HMT_170
S_Porphyromonas_catoniae

S_Neisseria_oralis
S_Streptococcus_sp_HMT_423
S_Capnocytophaga_sputigena

S_Tannerella_serpentiformis
S_Capnocytophaga_granulosa

S_Streptococcus_oralis
G_Haemophilus

S_Pseudoleptotrichia_sp_HMT_392
O_Caryophanales

G_Gemella
F_Gemellaceae

S_Fusobacterium_periodonticum
S_Leptotrichia_hofstadii
S_Leptotrichia_buccalis

S_Corynebacterium_durum
S_Arachnia_propionica

S_Pseudoleptotrichia_sp_HMT_212
F_Propionibacteriaceae

O_Propionibacteriales
G_Arachnia

O_Actinomycetales
G_Neisseria

S_Streptococcus_gordonii
S_Streptococcus_cristatus

S_Saccharimonas_sp_HMT_347
S_Leptotrichia_hongkongensis

S_Actinomyces_sp__oral_taxon_175
F_Flavobacteriaceae
F_Actinomycetaceae

G_Actinomyces
O_Flavobacteriales

C_Flavobacteriia
F_Neisseriaceae

O_Neisseriales
G_Capnocytophaga

C_Betaproteobacteria
G_Veillonella

G_Pseudoleptotrichia
S_Veillonella_parvula_group

S_Actinomyces_oris
S_Fusobacterium_polymorphum

S_Streptococcus_mitis
S_Rothia_aeria
G_Leptotrichia

G_Actinomyces
O_Actinomycetales

F_Actinomycetaceae
S_Streptococcus_sanguinis

F_Leptotrichiaceae
S_Corynebacterium_matruchotii

O_Mycobacteriales
F_Corynebacteriaceae

G_Corynebacterium
P_Bacillota

F_Streptococcaceae
G_Streptococcus
O_Lactobacillales

S_Rothia_dentocariosa
C_Bacilli

O_Micrococcales
F_Micrococcaceae

G_Rothia
P_Actinomycetota
C_Actinomycetes

Significantly Represented Taxa

Subgingival_shallow_pockets Supragingival


