
5.333 4.263 3.193 2.123 1.053 0.017 1.087 2.157 3.227 4.297
LDA SCORE (log 10)
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G_Acinetobacter
C_Spirochaetia
P_Spirochaetota
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G_Treponema
F_Treponemataceae
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G_Fretibacterium
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F_Peptoniphilaceae
O_Tissierellales
O_Peptostreptococcales
G_Parvimonas
G_Hoylesella
S_Acinetobacter_sp__HMT_A58
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C_Alphaproteobacteria
S_Hoylesella_pleuritidis
S_Acinetobacter_johnsonii
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C_Actinobacteria
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