Slgnificantly Represented laxa

P_Actinomycetota
C_Actingmycetes
C_Bacilli
IG_Rothia
F_Microc¢ccaceae
O_Micrdcoccales
O_Lactobacillales
G_Strepfococcus
F Streptocqccaceae
P|Bacillota
S_Rpthia_denfocariosa
F_(orynebacferiaceae
G_Corynebpcterium
IO_Mycobdcteriales
S_(Qorynebacterium_matruchotii
F_Leptotrichiaceae
S_Streptococgus_mitis
S_Streptococcus_ganguinis
D_Actinonjycetales
F|Actinomyfetaceae
G_Actihomyces
G_Leptotrichia
S_Rusobacterium_polyrhorphum
S_Rothia_aeria
G_Veillonella
S_Veillonella_parvyla_group
C_Betaprotegbacteria
C_Flavopacteriia
O_Flavobdcteriales
G [Pseudoleptotrichia
5_Capnocytophaga
$_Actinomyces_oris
F|Flavobacteriaceae
F_Neisderiaceae
O_Neisseriales
O_Pastgurellales
F_Pasteufellaceae
G_Neisseria
F|Actinomyfetaceae
G_Actihomyces
S_Actinpomyces_gp__oral_tgxon_175
S_Streptococdus_oralis
G_Haemophilus
D_Actinonjycetales
S_[Saccharinpjonas_sp_HMT_347
9 Streptocpccus_sp_HMT_423
9 Leptotrichia_hongkpngensis
S_Stregtococcus |cristatus
S_Streptococcus| gordonii
S_[Haemoph{lus_parainfluenzae
S_Flusobacterfum_perioglonticum
O_Caryophanales
F_Genjellaceae
G|Gemella
S_Psqudoleptotfichia_sp_HMT_212
S_Coryngbacterium_durum
C_Actingbacteria
G_|Arachnia
O_Propionibgcteriales
F_Prppionibacteriaceae
S_Arachnia_pfopionica
S_Porphyromonap_pasteri
S_Psqudoleptotfichia_sp_HMT_392
S_Porphyromonas |catoniae
S_Lgptotrichia| buccalis
S_Leptotrichia_hofstadii
S_Gemella_haemolysans
S Capnocyjophaga_dranulosa
A_Burkholderiaceae
S_Tannerglla_serpentiformis
S_lautropia |mirabilis
G_llautropia
9 Capnocyfophaga_sputigena
O_Burkhglderiales
S[Parvisynhacter_sp_HMT_348
G_Parvisynbacter
F_P3rvisynbadteraceae
S_Ggmella_mofbillorum
$_Capnocytophaga_gingivalis
S_Actinomyces_sp_HMT_170
9 Streptocpccus_sp_HMT_058
G_Abjotrophia
F_Aerocgccaceae
S_Ab|otrophia_glefectiva
IS_Streptogoccus_vestibularis
S_Strepfococcus_gp_ oral_tgxon_064
G| Kingella
[G_Cardiobpcterium
F_Cardiobacfleriaceae
Q_Cardiobgcteriales
G_Aggregptibacter
S_Neissefia_oralis
S_|Streptocofcus_sp_ HMT_B66
S_Leptotfichia_sp_HMT_225
9 _Actinomyces_timonensis_noy 87_123
S_Neisseria_felongata
F_Weekgellaceae
G_Granplicatella
F_ICarnobacteriaceae
S_Kingefla_oralis
S_Cardiopacterium| hominis
S_Porphyromonas_sp_HMT_275
S_Neisseria_gharyngis
S_Actinomyces_npeslundii
G_Riemerella
S_Riemegrella_sp_HMT 322
S_Neissdria_flava
S_Psqudoleptotfichia_sp_HMT_215
S| Neisserial mucosa
S |Capnocytpphaga_lepdbetteri
S|Fusobactérium_sp_HMT_204
S_Neisseria_multispecies |spp46_2
S_Corynebactefium_sp_ HMT_A16
S_Granplicatella_pdiacens
O| Corynebgcteriales
F_(orynebacferiaceae
S_Cagnocytophpga_perioglontitidis
G_Corynebpcterium
G_Lachnoanaerdgbaculum
S_Leptotfichia_sp_HMT_221
S_Campylobactef_showae
G_Peptidiphaga
S_Lachfoanaerobaculum_umeaense
S_Porphyronfonas_sp_HMT_284
S_Actihomyces_johnsonii
G_Lag¢hnospiraqeae_G3_
S_Psqudoleptotfichia_sp_HMT_219
S_Narjosynbactgr_lyticus
F_Ngnosynbacteraceae
S_Laghnospiracgeae_G3__lbacteriumHMT_100
G_Nanoslynbacter
S_Grapulicatellal elegans
$_Haemophilus_haerolyticus
S_Aggregatibacter_sp_HMT 513
S_Peptidiphaga_gipgivicola
S_Corynebacterjum_matrychotii_noy_97_980
$_Capnocytophaga_gp_ oral_tgxon_380
S_Kingella_dernitrificans
S_Actinomyces_sp_| oral_taxopn_175_noy_97_963
S_Capnocytoghaga_gingivalis_noy_97_699
S_Leptotrichia_trevisanii
S_|Leptotrichia_shahii
S_Actinomyces_magsiliensis
S_Veillgnella_sp_HMT_780
S_Actinomyces_sp_| oral_taxopn_175_noy_97_760
9_Fusobacterium_multispecies|spp35_2
b_Cardiobgcterium_yalvarum
94 _Fusobacferium_multispecies [spp42_2
S_Pfevotella_gp__oral_tgxon_472
S_Weekselladeae_G1_ bacteriumHMT_900
G_Weeksellaqeae_G1
S_Aggregatibacter_sp_HMT 898
S_Pseudpleptotrichia_sp_HM[_215_noy_97_840
S_Haemophilus_sp_HMT_036
S_Schaalia_sp_HMT 180
G|Schaalia
S_Streptococcus |australis
9 Streptocpccus_sp_ HMT_056
S_Streptococcus_galivarius
S_Pprphyroménas_sp_ HMT_B43
S_Lachnospiraceael G_ sp_ HMT_B32
G_Lafhnospirateae_ G_
F_Lachnospiracege_ XIVa_
ia
L | bacterium
F__Exigupbacterac¢ae_
S_Trepongma_sp_ HMT_G85
S_Bulleidja_extructp
F_Spirochaetaceae
S_Brevurjdimonas_mediterranea
G_Treporlema
O_Bacillalles
G_Anaergvoracacepe_G5_
S_Odoribpcteraceap_G5__badteriumHMT_511_nov_96_894
S_Delftia| sp_ HMT]A59
S_Chrysgobacterium_haifensg
S_Anaerdvoracacede_G5__saphenum
G_Delftia|
S_Sphingobium_yapoikuyae
S_Campylobacter §p_ HMT (43
G_Sphingobium
G_Rhizohjiales_multifamily_mpltigenus
G_Rhizohium
S_Porphyromonas_gingivalis_nov_93_483
S_Rhizobjales_multifamily_mbltigenus_multispecies_spp43_2
S_Pyramidobacter_piscolens
F_Dethiogulfovibrionaceae
S_Granuljcatella_sg__ HMT_D(3
F_Rhizoblales_multjfamily
S_Treponema_sp_HMT_234
S_Abscorjditicoccaqgeae_G1__pacteriumHMT_345
S_Rhizobjum_larrymoorei_HMT_D45
S_Nanosyncoccus_sp_HMT_351
S_Porphyromonas_gp_ HMT_B94
F_Nanosyncoccacepe
S_Segatdlla_maculpsa
G_Nanosyncoccus
S_Anaerdglobus_massiliensis|
G_Shuttl¢worthia
S_Paracofcus_marinus_HMT_A13
S_Odoribpcteraceap_G5__baqteriumHMT_507
S_Shuttlgworthia_sptelles
G_Johnsagnella
G_Pyram|dobacter
S_Peptonfiphilacead G1__bacteriumHMT_113
S_Selenomonadacgae_G1__bpcteriumHMT_150
F_Rhodolpacteracege
G_Peptorjiphilaceag_G1_
G_Paracdccus
S_Rhodobacter_capsulatus_npv_96_30%
G_Anaergvoracacege_G4_
G_Lachngspiraceaq G8_
S_Anaerdvoracacege_G4__bafcteriumHNT_103
S_Lachnqgspiraceae| G8__bactleriumHMT_500
C_Deltapfoteobacteria
S_Microcpccus_lutqus_HMT_H68
S_Treponema_medjum
S_Hallella_dentalis
F_Sacchdrimonadales_F1_
G_Saccharimonadalles_F1G1 |
S_Odoribpcteraceap_G5_ baqteriumHMT_505_nov_96_273
S_Johnsohella_sp_HMT_166
S_Brevurldimonas_gubvibrioigles
S_Sacchgrimonadales_F1G1_| bacteriumHMT_350
F_Comanpjonadacege
S_Segatqlla_salivad
G_Selendmonadac¢ae_G1_
S_Odoribpcteraceap_G3__baqteriumHMT_280
S_Trepongma_sp_HMT_262
S_Treponema_sp_HMT_238
S_Brevurldimonas_yesicularid_ HMT_C5¢
S_Hoylesklla_pleuritidis_nov_P7_358
S_Segatqlla_sp_HM[T_300_noy_97_764
S_Catonglla_sp_HMT_451
F_Intrasplorangiacepe
S_Capnog¢ytophaga| granulosg_nov_84 948
F_Deinodpccaceae
O_Clostridiales
S_Agrobgcterium_thmefaciens
S_Janibagter_hoyle
C_Deinodocci
G_Janibagter
O_Deinogoccales
S_Segatdlla_bucca¢
S_Capnog¢ytophaga| sp_ HMT_B38
S_Alloprgvotella_tahnerae_nqv_94_737
S_Deinodoccus_wulumugiensfs
P_Deinodoccota
G_Deinogoccus
S_Trepongma_sp_HMT_257
S_Segatqlla_baronipe
G_Hallellg
F_Clostridliales_F1_
S_Chrysegobacterium_profundimaris
G_Clostridiales_F1G1_
S_Clostrig¢liales_F1d1__bacterjumHMT_(Q93
S_Segatqlla_oris_n¢v_97_149
S_Rhodobacter_cagsulatus_npv_92_84]
S_Peptocpccus_sp_HMT_167
F_Peptocpccaceae
G_Odoribjacter
S_Odoribpcter_sp_HMT_516
G_Peptodoccus
S_Leptotrichia_sp_HMT_498
S_Acinet¢bacter_sg_ HMT_C99
S_Prevotella_verorglis
S_Segatdlla_oulorum
S_Microcpccus_lutdus_HMT_{78
S_Selenomonas_sp| HMT_134
S_Metamlycoplasmg_faucium
S_Campylobacter_rlectus
S_Hoylesklla_oralis
G_Agrobacterium
S_Acinet¢bacter_sg_HMT_408_nov_97_b36
S_Campylobacter_§p_HMT_044
P_Chloroflexota
O_Anaerglineales
S_Peptosfreptococqaceae_ X| G 4 sg_oral_taxon_369
F_Anaerdlineaceae
G_Peptogtreptococtaceae_ X|_ G_4_
F_Peptosfreptococdaceae_ X|
S_Anaerdlineae_G1] bacteriymHMT_439
G_Anaerglineae_G1_
S_Segatdlla_sp_HM[T_443
C_Anaerqlineae
S_Odoribpcteraceap_G3__badteriumHMT_365
G_Scardqvia
S_Streptgcoccus_afginosus
G_Phocagicola
S_Phocagicola_abs¢essus
S_Scardovia_wiggs|ae
S_Treponema_maltpphilum
S_Trepongma_sp_HMT_247
S_Lancef|eldella_pgrvula
O_Mycopjasmoidalé¢s
F_Metamlycoplasmataceae
G_Metanycoplasmp
G_Chrysgobacterium
S_Hoylesglla_sp_HMIT 317
G_Rhodopacter
S_Leptotrichia_sp_|HMT_B57
F_Paracofcaceae
S_Brevurjdimonas_fliminuta
S_Prevotella_pallens
S_Sacchgrimonas_3gp_HMT_349
S_Prevotella_verorglis_nov_9}_358
G_Sphingomonas
S_Leptotfichia_sp_KHMT_223
S_Sphingomonas_Hankookengis
G_Microcpccus
S_Prevotglla_multifprmis
F_Rhizoblaceae
G_Peptogtreptococgus
S_Peptosfreptococqus_stomatis
S_Prevoteglla_fusca
F_Microcpccaceae
F_Peptostreptococdaceae
S_Prevotella_sp_HMT_314
S_Prevotella_histicgla
F_Bacterpidaceae
G_Bifidohacterium
S_Bifidohacterium_dentium
S_Solobalcterium_npoorei
S_Fusobgcterium_multispecids_spp5_2
G_Solobgcterium
O_Rhodopacteraleg
O_Sphindomonadales
P_Mycoplasmatota
C_Mollicytes
G_Odoribacteraceae G3_
F_Sphingpmonadadeae
S_Acinetpbacter_bgumannii
S_Odoribpcteraceap_G5__badteriumHMT_511
O_RhizoRiales
S_Oribacterium_sp{HMT_078
G_Gallibgcter
S_Gallibgcter_brachus
S_Acinetpbacter_sg_ str_ DR[L
G_Oribacterium
G_Selengmonas
S_Tannerglla_sp_HNT_808
O_Eubacteriales
S_Hoylesklla_koreepsis
S_Dialist¢r_pneumgsintes
S_Streptgcoccus_cnstellatug
O_Erysipelotrichalds
F_Erysipglotrichacdae
C_Erysipglotrichia
S_Segatdlla_sp_HM[T_300
S_Anaerdglobus_ggminatus
S_Selenomonas_spptigena
O_Selengmonadalds
G_Asticcacaulis
S_Fretibajcterium_sp_HMT_35Pp
S_Fretibajcterium_sp_HMT_36p
S_Asticcgcaulis_exq¢entricus
O_BifidoQacterialeg
S_Trepongma_sp_HMT_231
F_Bifidoblacteriacege
F_Selenomonadacgae
G_Anaergglobus
S_Rothia|mucilaginosa
S_Treponema_socranskii
F_Fusobdcteria_ F |
F_Microcpccaceae
G_Brevundimonas
S_Lancef|eldella_rimae
S_Fusobgcteria_ G[1_sp_ HMT_A71
G_Fusobacteria_ G[1_
S_Catonglla_morbi
G_Rothia
O_Fusobacteria__ O]
G_Anaergvoracacege G1_
S_Anaerdvoracacegde_G1__infirmum
S_Trepongma_lecithinolyticum
S_Fusobgcterium_multispecigs_sppn3_2_nov_97_645
G_Odoribacteraceae_G5_
S_Prevotella_sp_HMT_304
S_Microbpcterium_hydrothermale
G_Microbacterium
G_Catonglla
F_Microbgcteriacegde
S_Fusobgcterium_nucleatum [subsp__animalis
F_Lachndspiraceae|
O_Lachngspirales
C_Coriobpcteriia
O_Coriobjacteriales
F_Atopoliaceae
G_Lanceflieldella
S_Fretibajcterium_fastidiosum
S_Acinetpbacter_Iwoffii
S_Sacchgrimonas_sp_HMT_346
F_Caulobfcteraceap
O_Caulohacterales
O_Microcpccales
S_Moraxglla_osloer]sis
S_Campyllobacter_gracilis
F_Anaergvoracacege
F_Odoribpcteracea¢
G_Moraxeglla
S_Fretibajcterium_sp_HMT_360
S_Treponema_sp_HMT_237
F_Campyflobacterageae
O_Campylobacterales
C_Epsilonproteobaqteria
G_Campylobacter
F_Filifactpraceae
S_Fusobgcterium_naviforme
S_Filifactpr_alocis
G_Filifactpr
S_Trepongma_dent|cola
S_Acinet¢bacter_johnsonii
S_Hoylesklla_pleuritidis
C_Alphagroteobactgria
S_Prevot¢lla_dentidola
G_Tannerella
F_Tannergllaceae
S_Fusobgcterium_multispecigs_spp48_
S_Parvimjonas_micila
S_Dialist¢r_invisus
G_Nanopriomorbys
F_Nanopé¢riomorbafeae
S_Prevotella_intermedia
S_Nanopgriomorbuls_periodonticus
S_Acinet¢bacter_sg_ HMT_Aj8
G_Hoylegella
G_Parvinonas
O_Peptogtreptococgales
O_Tissiergllales
F_Peptonjphilaceaq
G_Dialister
S_Tannerglla_forsythia
G_Fretibgcterium
F_Synerdjistaceae
O_Synergistales
P_Synerdistota
C_Synerdistia
G_Alloprgvotella
S_Alloprgvotella_tahnerae
S_Segatdlla_oris
F_Paludiacteracege
S_Paludiacteracege_G1_ bafteriumHMT_274
G_Paludibacteracegqe_G1_
C_Gammjaproteobdcteria
G_Segatgqlla
S_Porphyromonas_gndodontdlis
F_Trepongmataceag
G_Treponiema
O_Spirochaetales
I I — P_Spirochaetota
C_Spirochaetia
G_Acinetpbacter
C_Clostriglia
G_Prevotglla
O_Pseudpmonadalgs
F_Moraxgllaceae
S_Fusobgcterium_gnimalis
O_Fusobacteriales
P_Fusobdcteriota
C_Fusobgcteriia
F_Prevot¢llaceae
S_Fusobgcterium_vincentii
S_Porphyromonas_gingivalis
G_Porphyromonas
F_Porphyfomonadaceae
G_Fusobacterium
F_Fusobgcteriaceaq
P_Bacterpidota
O_Bacterpidales
C_Bacterpidia

—5.333-4.263-3.193-2.123-1.053 0.017 1.087 2.157 3.227 4.297

LDA SCORE (log 10)



