Significantly Represented Taxa

P_Pseudomonadota

C_Bacilli

O_Lactobacillales

G_Streptococcus

|_Streptococcaceae

C_Gammaproteobacteria

P_Bacillota

P_Actinomycetota
C_Actinomycetes
@_Pseudomonadales
F_Moraxellaceae
G_Acinetobacter
G_Rothia
F_Micrococcaceae
O_Micrococcales
S_Rothia_dentocariosa
S_ptreptococcus_mitis
F_Pasteurellaceae
O_Pasteurellales
S_Acinetobacter_johnsonii
C_Actinobacteria
G_Haemophilus
C_Flavobacteriia
O_Flavobacteriales
C|Betaproteobacteria
S_Haemophilus_parainfluenzae
S_Acinetobacter_sp_ HMT_A58
C_Alphaproteobacteria
S_Streptogoccus_sp_HMT_423
S_Streptococcus_oralis
O_Micrococcales
O_Neisseriales
F_Neisseriaceae
IG_Corynebacterium
O_Mycobacteriales
F_forynebacteriaceae
G_Neisseria
S_Stregtococcus_sanguinis
Q_Pseudoleptotrichia
S_Corynebagterium_matruchotii
A_Actinomycetaceae
O_Actinomycetales
G_Actinomyces
S_Rothia_aeria
O_Caulobacterales
I_Caulobacteraceae
S Moraxella_osloensis
S_Fusobactefium_periodonticum
S_Porphyromonas_pasteri
G_Moraxella

G_Granulicatella

-

| Carnobacteriaceae
F_Gemellaceae
O_Caryophanales
G_Gemella
S_Actinomyces_oris
F_Weeksellaceae

G_Micrococcus

9]

| Peptoanaerobacter
F_Micrococcaceae
O_Burkholderiales
S_Gegmella_haemolysans
F_Burkholderiaceae
S_Pseudoleptgtrichia_goodfellowii
S| Lautropia_mirabilis

G_Lautropia
S| Neisseria_elongata
S_Peptpanaerobacter_yurii
b_Neisseria_mucosa
S_Brevyndimonas_diminuta
F_forynebacteriaceae
@_Corynebacteriales
S_Granulicatella_adiacens
IG_Corynebacterium
G_Riemerella
S_Rienerella_sp_HMT_322
S_Actinomyces [sp__oral_taxon_175
S_Campylobacter_concisus
G_Cardiobacterium
O_Rhodobacterales
D_Cardiobacteriales

S_Allopreyotella_sp_HMT_473

-n

|Cardiobacteriaceae
S_Leptotfichia_sp_ HMT_B57
S_Granulicatella_sp_ HMT_DO03
G_Rhodobacter
F_Paracoccaceae
S_Coryhebacterium_durum
S_Prevotella|sp__oral_taxon_472
G_Abiotrophia
S_Abiotrophia_defectiva
F_Aerococcaceae
S_Neisseria_flavescens
S_Canppylobacter_showae
subflava
G_Kingella
F_Propionibacteriaceae

O| Propionibacteriales
S_Johndonella_sp_HMT_166
S_Cardipbacterium_hominis
S_Kingella_oralis
S_Rhodobacter_capgulatus_nov_96_305
S_Lachnoanaeropaculum_umeaense
G_Arachnia
S_Rhodobacter_capgulatus_nov_92_841
S |Capnocytophaga_girgivalis_nov_96_234
S_frachnia_propionica
S_Actinomyces_sp HMT_170
G_Lachnospiraceae_ G_
S_Granulicatella_elegans
S_Haemdphilus_sp_HMT_036
S_Lachnospiraceag_ G_ sp_ HMT_B32
F_Lachnospiraceae_ XlIVa_
S_Fusobacterium_mliltispecies_spp35_2
S_Corynebactgrium_sp_ HMT_A16
S_Selgnomonas_artemidis
S_Cardiokacterium_valvarum

S_Streptogoccus_sp_HMT_056

S_Segatella_buccag

=

S _Treponema_meditm
G_Peptococcus
S_Peptococcus_sp_HMT_167
S _Treponema_sp_HMT 262
F_Peptococcaceae
S _Treponema_sp_HMT_238
S_Odoribacter_sp_HMT_516
G_Odoribacter
G_Peptostreptococqaceae_ XI__ G_4_
S_Peptostreptococcpceae_ XI__G_4_ sp_| oral_taxon_369
F_Peptostreptococcpceae_ XI_
S_Alloprevotella_tamnerae_nov_94 737
S_Fusobacterium_sp_HMT_370
S_Catonella_sp_HMT 451
S_Treponema_sp_HMT_247
S_Treponema_sp_HMT_257
S_Metamycoplasmg_faucium
S_Clostridiales_F1G[L__bacteriumHMT_093
F_Clostridiales_F1_
S_Segatella_sp_HMT_443
G_Clostridiales_F1Gf1_
O_Mycoplasmoidalgs
F_Metamycoplasmaltaceae
G_Metamycoplasmd
S_Anaerolineae_G1]| bacteriumHMT_439
S_Segatella_baronige
S_Phocaeicola_absdessus
O_Anaerolineales
G_Phocaeicola
G_Anaerolineae_G1|
C_Anaerolineae
F_Anaerolineaceae
P_Chloroflexota
P_Mycoplasmatota
C_Mollicutes
S Hoylesella_oralis
F_Bacteroidaceae
S_Treponema_maltgphilum
S_Selenomonas_spytigena
S_Anaeroglobus_geminatus
S_Lancefieldella_rinpae
S_Peptostreptococcps_stomatis
G_Peptostreptococdus
G_Anaeroglobus
S_Dialister_pneumorsintes
F_Peptostreptococcpceae
S_Odoribacteraceag_G5__bacteriumHMT[ 511
S_Prevotella_multifgrmis
S_Odoribacteraceag_G3__bacteriumHMT] 365
S_Oribacterium_sp_HMT_078
S_Fretibacterium_sp_HMT_362
S_Streptococcus_constellatus
S_Fusobacterium_nficleatum_sensu_stridto
O_Erysipelotrichale
F_Erysipelotrichacegpe
G_Lancefieldella
O_Coriobacteriales
C_Erysipelotrichia
C_Coriobacteriia
S_Fretibacterium_sp_HMT_359
F_Atopobiaceae
S_Treponema_sp_HMT_231
S Hoylesella_sp_ HMT 317
G_Odoribacteracea¢_G3_
O_Eubacteriales
G_Bifidobacterium
S_Bifidobacterium_glentium
F_Selenomonadacege
S_Treponema_socranskii
S_Hoylesella_koreensis
O_Bifidobacteriales
S_Saccharimonas_sp_HMT_346
F_Bifidobacteriaceap
G_Anaerovoracacege_G1_
S_Anaerovoracaceage_G1__infirmum
G_Odoribacteracea¢_G5_
S_Fretibacterium_fajstidiosum
S_Fusobacterium_multispecies_spp48_2
F_Filifactoraceae
S_Prevotella_sp_HM[T_304
F_Anaerovoracaceap
S_Prevotella_denticpla
S_Fretibacterium_sp_HMT_360
S_Parvimonas_micra
F_Odoribacteraceasd
S_Treponema_sp_HMT_237
G_Filifactor
S_Filifactor_alocis
G_Hoylesella
G_Nanoperiomorbu$
F_Nanoperiomorbadeae
S_Nanoperiomorbug_periodonticus
S_Treponema_dentifola
S_Dialister_invisus
S_Segatella_oris
O_Peptostreptococdales
S_Alloprevotella_tanpnerae
G_Dialister
F_Tannerellaceae

G_Tannerella

S _Tannerella_forsythia
F_Synergistaceae
P_Synergistota
G_Fretibacterium
G_Segatella
O_Synergistales
C_Synergistia
S_Fusobacterium_animalis
C_Clostridia
S_Porphyromonas_gndodontalis
S_Fusobacterium_vincentii
G_Prevotella
G_Treponema
F_Treponemataceagq
O_Spirochaetales

C_Spirochaetia

P_Spirochaetota
F_Prevotellaceae
S_Porphyromonas_dingivalis

G_Porphyromonas

F_Porphyromonadag¢eae

P_Bacteroidota

O_Bacteroidales

C_Bacteroidia
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