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P_Bacillota
O_Lactobacillales
C_Bacilli
F_Streptococcaceae
G_Streptococcus
S_Veillonella_parvula_group
O_Veillonellales
F_Veillonellaceae
G_Veillonella
C_Negativicutes
P_Actinomycetota
C_Actinomycetes
O_Micrococcales
F_Micrococcaceae
G_Rothia
S_Rothia_dentocariosa
G_Leptotrichia
F_Leptotrichiaceae
S_Porphyromonas_pasteri
S_Streptococcus_oralis
S_Streptococcus_gordonii
G_Segatella
S_Fusobacterium_animalis
S_Streptococcus_cristatus
G_Neisseria
S_Streptococcus_sp_HMT_423
S_Capnocytophaga_granulosa
C_Betaproteobacteria
S_Prevotella_denticola
O_Neisseriales
F_Neisseriaceae
S_Streptococcus_mitis
S_Segatella_oris
S_Corynebacterium_matruchotii
S_Streptococcus_intermedius
S_Leptotrichia_wadei
O_Mycobacteriales
F_Corynebacteriaceae
G_Corynebacterium
S_Streptococcus_sp_HMT_058
S_Leptotrichia_hongkongensis
S_Leptotrichia_hofstadii
C_Actinobacteria
S_Streptococcus_sp__oral_taxon_064
subflava
S_Neisseria_flavescens
F_Saccharimonadaceae
G_Saccharimonas
S_Rothia_aeria
S_Saccharimonas_sp_HMT_349
S_Leptotrichia_sp_HMT_498
S_Prevotella_melaninogenica
S_Saccharimonas_sp_HMT_347
S_Neisseria_oralis
G_Rothia
S_Rothia_mucilaginosa
F_Micrococcaceae
S_Neisseria_mucosa
G_Lancefieldella
F_Atopobiaceae
C_Coriobacteriia
O_Coriobacteriales
S_Leptotrichia_trevisanii
S_Granulicatella_adiacens
S_Gemella_haemolysans
O_Actinomycetales
F_Ruminococcaceae
S_Ruminococcaceae_G1__bacteriumHMT_075
G_Ruminococcaceae_G1_
O_Eubacteriales
S_Streptococcus_mutans
S_Neisseria_sicca
S_Segatella_oulorum
S_Lancefieldella_rimae
F_Carnobacteriaceae
G_Granulicatella
S_Aggregatibacter_sp_HMT_458
S_Prevotella_veroralis
S_Capnocytophaga_sp__oral_taxon_864
S_Capnocytophaga_sp__oral_taxon_335
S_Prevotella_multiformis
S_Riemerella_sp_HMT_322
S_Streptococcus_sp_HMT_070
S_Leptotrichia_sp_HMT_223
G_Riemerella
S_Mitsuokella_sp_HMT_521
F_Weeksellaceae
S_Streptococcus_australis
G_Mitsuokella
G_Oribacterium
S_Capnocytophaga_sp__oral_taxon_380
S_Prevotella_veroralis_nov_97_358
S_Oribacterium_sp_HMT_078
S_Abiotrophia_defectiva
S_Lancefieldella_parvula
G_Kingella
F_Aerococcaceae
G_Abiotrophia
S_Segatella_sp_HMT_300
S_Dialister_pneumosintes
S_Rhodobacter_capsulatus_nov_96_305
S_Capnocytophaga_gingivalis_nov_97_699
S_Prevotella_histicola
S_Leptotrichia_sp_HMT_463
G_Stomatobaculum
S_Stomatobaculum_longum
S_Leptotrichia_sp_HMT_221
S_Scardovia_wiggsiae
S_Neisseria_oralis_nov_97_551
G_Scardovia
S_Actinomyces_oris_nov_96_832
S_Segatella_salivae
F_Bifidobacteriaceae
S_Capnocytophaga_sp__oral_taxon_412
O_Bifidobacteriales
G_Saccharimonadales_F1G1_
F_Saccharimonadales_F1_
S_Saccharimonadales_F1G1__bacteriumHMT_350

S_Selenomonas_sp_HMT_919
S_Segatella_sp_HMT_443

S_Lachnoanaerobaculum_sp_HMT_083
S_Segatella_baroniae

S_Selenomonas_timonae
S_Parvimonas_sp_HMT_393

S_Hoylesella_sp_HMT_475
S_Lachnoanaerobaculum_saburreum

S_Odoribacteraceae_G3__bacteriumHMT_280
C_Patescibacteria_C1_

F_Peptostreptococcaceae
O_Absconditabacterales

S_Treponema_vincentii
G_Absconditicoccaceae_G1_

F_Absconditicoccaceae
S_Hoylesella_marshii

G_Peptostreptococcus
S_Peptostreptococcus_stomatis

S_Alloprevotella_sp_HMT_913
S_Peptoanaerobacter_stomatis

S_Saccharimonas_sp_HMT_869_nov_95_806
S_Lachnospiraceae_G2__bacteriumHMT_088

G_Lachnospiraceae_G2_
G_Phocaeicola

S_Phocaeicola_abscessus
S_Streptococcus_parasanguinis_I

F_Bacteroidaceae
S_Campylobacter_sp_HMT_044

S_Veillonella_sp_HMT_780
S_Saccharimonadales_F3G1__bacteriumHMT_355

S_Rhodobacter_capsulatus_nov_92_841
F_Saccharimonadales_F3_

G_Saccharimonadales_F3G1_
S_Absconditicoccaceae_G1__bacteriumHMT_345

S_Hoylesella_loescheii
G_Gallibacter

S_Cardiobacterium_valvarum
S_Gallibacter_brachus

S_Treponema_lecithinolyticum
S_Treponema_maltophilum
S_Johnsonella_sp_HMT_166

S_Selenomonas_sp_HMT_892
S_Hoylesella_saccharolytica

G_Odoribacteraceae_G3_
S_Tannerella_sp_HMT_916

S_Selenomonas_infelix
S_Porphyromonas_sp_HMT_277

S_Odoribacteraceae_G5__bacteriumHMT_511
S_Cardiobacterium_hominis

S_Johnsonella_ignava
S_Actinomyces_sp_HMT_170

G_Nanosynbacter
S_Parvisynbacter_sp_HMT_348

S_Nanosynbacter_lyticus
G_Parvisynbacter

F_Nanosynbacteraceae
F_Parvisynbacteraceae

S_Actinomyces_oris
S_Treponema_sp_HMT_231

S_Fretibacterium_fastidiosum
S_Eikenella_corrodens

G_Eikenella
S_Porphyromonas_sp_HMT_284_nov_97_760

S_Filifactor_alocis
G_Filifactor

S_Anaerovoracaceae_G1__infirmum
G_Anaerovoracaceae_G1_

S_Prevotella_micans
S_Porphyromonas_sp_HMT_284

S_Lachnospiraceae__G__sp__HMT_B32
S_Tannerella_forsythia

F_Lachnospiraceae__XIVa_
G_Lachnospiraceae__G_

G_Odoribacteraceae_G5_
O_Clostridiales

S_Fretibacterium_sp_HMT_360
S_Gemella_morbillorum

G_Actinomyces
G_Johnsonella

O_Actinomycetales
F_Actinomycetaceae

S_Campylobacter_showae
G_Lachnospiraceae_G3_

S_Lachnospiraceae_G3__bacteriumHMT_100
G_Cardiobacterium

O_Cardiobacteriales
F_Cardiobacteriaceae

G_Haemophilus
G_Selenomonas

S_Haemophilus_parainfluenzae
S_Prevotella_sp__oral_taxon_472

S_Hoylesella_koreensis
F_Anaerovoracaceae

S_Capnocytophaga_leadbetteri
S_Alloprevotella_sp_HMT_473

S_Catonella_morbi
S_Parvimonas_micra

S_Alloprevotella_tannerae
F_Odoribacteraceae

S_Pseudoleptotrichia_sp_HMT_215
O_Tissierellales

F_Peptoniphilaceae
S_Treponema_sp_HMT_237

G_Catonella
G_Parvimonas

S_Peptoanaerobacter_yurii
G_Fretibacterium
F_Synergistaceae

P_Synergistota
C_Epsilonproteobacteria

O_Campylobacterales
F_Campylobacteraceae

G_Campylobacter
C_Synergistia

O_Synergistales
G_Peptoanaerobacter

S_Paludibacteraceae_G1__bacteriumHMT_274
F_Paludibacteraceae

G_Paludibacteraceae_G1_
G_Alloprevotella

F_Tannerellaceae
G_Tannerella

F_Filifactoraceae
S_Pseudoleptotrichia_sp_HMT_392

G_Pseudoleptotrichia
S_Porphyromonas_catoniae

O_Lachnospirales
F_Lachnospiraceae

S_Fusobacterium_sp_HMT_204
O_Peptostreptococcales

F_Treponemataceae
G_Treponema

P_Spirochaetota
C_Spirochaetia

O_Spirochaetales
S_Porphyromonas_endodontalis

G_Hoylesella
S_Fusobacterium_periodonticum

S_Porphyromonas_gingivalis
C_Clostridia

S_Fusobacterium_polymorphum
F_Porphyromonadaceae

G_Porphyromonas
O_Fusobacteriales
P_Fusobacteriota
C_Fusobacteriia

C_Bacteroidia
O_Bacteroidales
P_Bacteroidota

F_Fusobacteriaceae
G_Fusobacterium
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