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G_Fusobacterium
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P_Fusobacteriota
C_Fusobacteriia
S_Fusobacterium_animalis
S_Fusobacterium_vincentii
G_Pseudoleptotrichia
S_Rothia_aeria
S_Fusobacterium_sp_HMT_203
S_Pseudoleptotrichia_sp_HMT_212
S_Streptococcus_sp_HMT_423
C_Clostridia
S_Acinetobacter_sp__HMT_A58
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G_Cardiobacterium
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G_Peptococcus
S_Peptococcus_sp_HMT_167
F_Peptococcaceae
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