Slgniticantly Represented laxa

P_Bactproidetes
O_Bacteroidales
C_Bj3cteroidia
G_Porphyromonas
F_Pofphyromomadaceae
S_Porphyromonas_gingivalis
F_Synergistaceae
O_Synérgistales
C_Synergistia
P_Synergistetes
G_Fretidacterium
O_Eubacteriales
C_[lostridia
G_Treponema
A_Treponerpataceae
O_Spiro¢haetales
C_Spifochaetia
P_Spirfochaetes
F_Prevotellaceae
F_Peptostreptocpccaceae
G_Rrevotella
S_Prevotella_intermedia
S |Fretibacterium_sp_ HMT_360
5_Fretibadterium_fagtidiosum
F_Peptoniphilaceae
O_Tisdierellales
C_Tissierellia
S_Fusdbacteriun]_nucleatum_subsp_| vincentii
S_Porphyronmponas_endodontalis
O_Fusobacteriales
C_Fusqbacteriia
P_Fuspbacteria
S| Parvimorfas_micra
G_Fusolacterium
f_Fusobacferiaceae
S_Treponema_denticola
S |Fretibactgrium_sp_ HMT_362
G| Filifactor
S_Filifactor_alocis
G_Tpnnerella
F_Tannefrellaceae
S_Tannerellaforsythia
G_Pafvimonas
G_Allogrevotella
S_Allogrevotella_ftannerae
C_Deltaprotepbacteria
S _Treporlema_sp_ HMT_237
S |Fretibacterium_sp_ HMT_359
F_Lachnogpiraceae
S|Desulfobylbus_sp_ HMT_041
G_Desulfobulbus
A_Desulfobulbaceae
J_Desulfobjcterales
F_$elenomonadaceae
Q_Selenomponadales
F_Hacteroidefes_ F 1_
O_Bpcteroideties O_1_
C_Blacteroidefes_ C 1_
S_Fusobg3cterium_rjucleatum) subsp__npcleatum
G_Plsenella
B_Actinomyces_sp_ HMT 525
S_Trgponema_docranskii
G_Peptostregtococcus
S |Peptostreptococcus|stomatis
S_Actinomycegs_israelii
G_Reptostrepfococcacepe_ G_5_
S_Peptostreptococcgceae_ G_p__ Eubadterium__spphenum
C_Corigbacteriia
F_Atopobiaceae
O_Coriobacteriales
G_Bacteroidales_ G_2_
F_Bacteroidales_ F_2_
S_Bdcteroidales_ G_2_ bacterium_HMT_274
G_Selenhomonas
G_Mogilacterium
S_Mogipacterium| timidum
b_Streptogoccus_comstellatus
G _Pseudorgmibacter
F_Eubacteriaceae
S_Pspudoramilyacter_alagtolyticus
G_Reptostrepfococcacepe G 6_
G| Dialister
O_Shccharibagteria_ TM7__O0_1_
C_Spccharibagteria_ TM7__ C_ 1_
P_Saccharibactefia_ TM7_
S_Olsehella_sp_ HMT_807
G_Bfcteroidetles_ G_5_
G_Spccharibagteria_ TM7__ G_5_
F_Yaccharibafgteria_ TM7__F 2_
S_Saccharibactleria_ TM7| G _5_ bacterium_HMT_356
S_Peptostreptococraceae_ d_6__ Eubacterium_|nodatum
S_Selerjomonas_gputigena
G_Peptpniphilacepe_ G_1_
S_Peptopiphilaceap_ G_1_ bacterium_HMT_113
S_Prevotella_mpltiformis
S_Strepffococcus_gnginosus
S |Fretibactgrium_sp_ HMT_361
S_Pre¢votella_n{grescens
G_Reptostrepfococcacepe_ G_4_
S_Prevdtella_sp_ HMT_304
S_Johnsohella_sp_ HMT_166
G_Anagroglobus
S_Anaerpglobus_geminatus
G_Johnsonella
S_L¢ptotrichia buccalis
S_Adtinomyceq_dentalis
S_Olsgnella_uli
S| Treponema_sp_ HMT_927_noy_91_481
b_Actinomyces_sp_ HMT_414
C_Mollicutes
P_Tepericutes
S_Pyevotella_pleuritidis
G_Reptostrepfococcacepe_ G_9_
S_Peptostreptocpccaceae | G_9__ Eybacteriun]__brachy
S_Dialistgr_invisus
S|Leptotrichia_wadei
O| Desulfoviprionales
S_leptotrichja_sp_ HMT_225 _noy_96_983
S_Sghaalia_cafrdiffensis
S_Treporlema_sp_ HMT_247
G_Bfcteroidetles_ G_3_
S_Treporlema_sp_ HMT_257
S_Prevotella_koreensis
S_Peptostreptgcoccaceap_ G_4_ blacterium_HMT_369
S_Mycoplasmg faucium
G_My¢oplasma
F_Mycoplasmataceae
D_Mycoplgdsmatales
S_Diallster_pneumosintes
9_Treponerpa_lecithinolyticum
G_Vejllonellacepe_ G_1_
@ _Erysipelgtrichales
C_Erysipklotrichia
F_Bacternoidaceae
S_Bafteroidetes G _5_ bacterium_HMT_511
S_Hrevotella_denticola
G_LacHnospiracepe_ G 8_
S_Lachnospiraceap_ G_8_ blacterium_HMT_500
$_Fusobacferium_myltispecies| spp16_2
S_S¢lenomongs_dianae
S_Saccharibactleria_TM7| _G_1_ bacterium_HMT_346
G_[atonella
S_Leptotrjchia_sp_ HMT_498
S_Trepohema_maltophilum
F _Coprobgcillaceae
S_Egggrthia_catgnaformis
G_kggerthia
4 _Selenompnas_sp_ HMT_134
S_Treporlema_sp_ HMT_262
S_Campylobacter_sp_ HMT_044
b_Actinomyces_sp_ HMT 897
S_Bafteroidetes G _3_ bacterium_HMT_280
F_Oesulfovibiionaceae
G_Desllfovibrio
S_Phofaeicola_gbscessus
G_Phpcaeicola
S_Lachnospiraceap_ G_2_ blacterium_HMT_096
S_Prevdtella_sp_ HMT_314
G_LacHnospiracepe_ G_2_
S_Treponemal medium
S_Catonefla_morbi
F_Anaerolineaceae
O_Anaetfolineales
C_Anaprolineae
P_Chloroflexi
G_Anaerolinepe_ G_1_
S_Anaerolineap_ G_1_ blacterium_HMT_439
S_Treporlema_sp_ HMT_238
G_Peptpniphilacepe_ G_2_
G_Pegtococcus
F_Peptocpccaceae
S_Aggfegatibacter_segnis
[5_Stomatgbaculum
S_Peptoniphilaceae_|G_2_ bacferium_HMT_790_noy_89_648
S_Campylobacter_rectus
S_Prevdtella_sp_ HMT_443
S|Streptocdccus_sp_ HMT_066
S_Peptostreptgcoccaceap_ G_4_ bacterium_HMT_103
IS_Peptocdccus_sp_ HMT_167
S_Treporlema_sp_ HMT_234
S_Treporlema_sp_ HMT_231
S_Actinomyces_oricola
S_Bafteroidetes  G_4_ bacterium_HMT_509
$_DesulfoV{ibrio_sp_ HMT_040
S_Bafteroidetes G 5_ bacterium_HMT_507
R_Odoribagteraceae
G_Odoribacter
F_Dpsulfomicrobiaceae
G_Bpcteroidetles_ G_4_
S_Odoribacter_bacterium_HMT_516
G Desulfonjicrobium
S_Pgrvimonas|micra_noy_84_792
S_Stpmatobacplum_sp_ HMT 373
S_Desulfomicrobium_orale
S |Prevotelld_dentalis
S_Treppnema_myltispecies| spp60_2
S_Prevotella [baroniae
S_[Fusobactgrium_sp_ HMT_204
S |Fretibacterium_sp_ HMT_358
F|Clostridiajes_ F_1_
S Clostrigiales_ F I G 1_bacterium_HMT_093
G_Clostfidiales_ H1 G 1_
b_Prevotella_sp_ HMT_317_noy_97_967
S_Treporlema_sp_ HMT_258
S_Lpncefieldella_rimae
G_(olibacter
S_Colipacter_mgssiliensis
S_Strgptococcuq sinensis
b_Lachnognaerobacylum_sp_ HMT_089
S_Bacteroidetes_ |G_5_ bacferium_HMT_511_noy_97_934
S| Treponema_sp_ HMT_237_noy_97_586
S_Veillonellaceap_ G_1_ bacterium_HMT_145
S_Bafteroidetes G _3_ bacterium_HMT_365
S_Prejotella_veforalis_noy_97_363
S_Veillonellaceap_ G_1_ bfacterium_HMT_150
S_Peptostreptgcoccaceap_ G_3_ blacterium_HMT_495
G_Reptostrepfococcacepe_ G_3_
5 Slackia
S_Slack|a_exigua
S_Treporlema_sp_ HMT_951
S_Treporlema_sp_ HMT_263
S_Prevotglla_fusca
S_Peptostreptococfaceae_ d_1__ Eubgcterium_[infirmum
S_Actihomyces_|[sraelii_noy_97_426
S_Prevdtella_sp_ HMT_376
G_Reptostrepfococcacepe_ G_1_
G_Pyram|dobacter
S_Treporlema_sp_ HMT_230
S_Pyramidobacter_piscolens
S_Peptostreptococfaceae_{d 6__ Eubgcterium_|minutum
S_Selenomonps_infelix
S _[Fusobacterium_sp_ HMT 370
S_Parvimpnas_sp_ HMT_393
S_Desulfovibrjo_sp_ HMT_040_noy_93_173
[G_Mollicutles_ G_2_
D_Mollicutles_ O_2_
F_Mollicutes_ F_2_
S_Catopella_sp_ HMT 451
S_Peptostreptgcoccaceap_ G_7_ blacterium_HMT_081
9 Mollicutes_ G_2__ blacterium_HMT_906
$_Treponema_maltophilum_noy_97_787
G_Barteroides
F_Eggerthellaceae
O_Eggefthellales
9 Bacteroidles_hepar|nolyticus
G_Reptostrepfococcacepe G 2_
S_Peptostreptgcoccaceap_ G_2_ blacterium_HMT_091
G_Orildacterium
$_Oribacterium_sp_ HMT_078
S| Lancefieldella_sp_ HMT_199
S_Alloprevotella_rava
S_Treporlema_sp_ HMT_256
S_Treporlema_sp_ HMT_268
S _Tanngrella_sp_ HMT_286
S_Treporlema_sp_ HMT_236
S_Treporlema_sp_ HMT_239
S_Veillonellaceap_ G_1_ bacterium_HMT_132
S_Prevotella_oralis
S_Actinomyces_|sraelii_noy_96_844
S_Bafteroidetes G 5 bacterium_HMT_505
b_Lachnognaerobacplum_sp_ HMT_083
S_Apgregatibacter_sp_ HMT_512
S_Absconditabacteria_ SRl G 1 _bacterium_HMT_345
F_Erysipelotfichaceae
S_Rorphyrompnas_sp_ HMT_277
S_Mycoplasma_splivarium
G|Bulleidia
9 Bulleidia] extructa
S_Leptotrjchia_sp_ HMT_218
S_Aggregatibacter_sp_ HMT_513
S_Treporlema_sp_ HMT_254
S_Capnokytophagd_sp_ HMT| 864
S_Streptpcoccus_sp_ HMT_056
O_Pseudpmonadalgs
S_Pseudpmonas_sp_ HMT_032_nov_87[ 935
S_Prevotella_histicpla
F_Pseudpmonadacgae
S_Campylobacter_fectus_noy 97_840
G_Pseudpmonas
S_Actinomyces_graevenitzii
S_Schaalia_lingnaq
S_Pseudpleptotrichia_goodfe]lowii
S_Alkalifalobacillug_clausii_riov_88_349
S_Saccharibacterig__TM7__ & _1_ bactérium_HMT_347
G_Acidipfopionibagterium
S_Saccharibacterig__ TM7__ 6_1_ bacterium_HMT_347_nov_95_
S_Campylobacter_foncisus
S_Acidipfopionibagterium_acjdifaciens
F_Rhodopacteracepe
S_Rhodopacter_capsulatus
O_Rhoddbacterale$
C_Alphaproteobacteria
G_Rhoddbacter
S_Entergcoccus_sdccharolytifus_nov_97_826
S_Haem¢philus_sp| HMT_03p
S_Veillonella_multigpecies_sgpll_3
S_Granulicatella_elegans
S_Porphyromonas_|pasteri
G_Pseudpleptotrichia
S_Veillonella_atypifa
S_Streptpcoccus_infantis_clape_431
S_Lachnganaerobgculum_sp| HMT 496 nov_88_125
S_Cutibacterium_afcnes
S_Streptpcoccus_pprasanguihis_clade_[/21
S_Actinomyces_polynesiensi
S_Peptidjphaga_gifgivicola
S_Veillonella_dispalr
S_Cutibacterium_gfranulosun_nov_91 863
S_Coryn¢bacterium_durum
S_Prevotella_verorglis
S_Selengmonas_artemidis
S_Gemella_sanguinis
S_Entergcoccus_cdsseliflavug
S_Schaalia_sp_ HMT_172
S_Prevotella_sp_ HMT_317
S_Saccharibacterid__ TM7__ ¢_1_ bacterium_HMT_349
S_Leptotyichia_sp_|HMT_212
S_Streptpcoccus_apstralis
S_Cardigbacterium_hominis
G_Sacchpribacterig_ TM7__ 5. 1_
S_Capnokytophagg_sputigen
F_Saccharibacterig TM7__H 1_
S_Lancefieldella_pgrvula
S_Schaalia_odonto]ytica
S_Actinomyces_sp| HMT_171_nov_96_B38
S_Streptpcoccus_infantis_clape_638
S_Alkalifalobacillug_clausii_rov_89_484
G_Abiotrpphia
F_Aerocqccaceae
S_Abiotrpphia_defg¢ctiva
G_Cutibgcterium
S_Neissqgria_perflaya
S_Capnokytophaggd_gingivalig
G_Cardigbacteriuni
F_Cardiopacteriacqae
O_Cardigbacterialgs
S_Streptpcoccus_sp_ HMT_064_nov_9(_200
S_Actinomyces_sp| HMT_89
G_Alkalihacterium
S_Alkaligacterium_|pelagium
G_Alkalihalobacillus
F_Bacillalceae
S_Arachnia_propiofica
S_Schaalia_sp__ HMT_180_nol_92_800
S_Prevotella_melafinogenicd
G_Arachpia
S_Actinomyces_sp| HMT_171
S_Kingella_oralis
S_Actinomyces_sp| HMT_17%_nov_97_[/64
S_Schaalia_sp_ HMT_180
S_Leptotrichia_horjgkongens|s
S_Gemella_haemolysans
G_Kingella
G_Lactobacillus
G_Gemella
F_Gemellaceae
S_Actinomyces_mgssiliensis
S_Veillonella_parvyla
S_Streptpcoccus_ofalis_subsp__oralis
S_Fusobacterium_nucleatum| subsp__apimalis
F_Propiohibacteriageae
O_Propidnibacterigles
S_Entergcoccus_itglicus
S_Prevotella_oris
S_Streptpcoccus_npultispecigs_sppl2_3
S_Rothial aeria
G_Capndcytophagg
F_Flavobacteriacege
O_Bacillgles
S_Streptpcoccus_nputans
O_Flavobacterialeq
C_FlavoRacteriia
S_Actinomyces_sp| HMT_17
S_Actinomyces_napslundii
F_Pasteurellaceae
O_Pasteyrellales
S_Actinomyces_gefencseriadg
G_Entergcoccus
F_Enterococcaceaq
S_Rothia] mucilaginosa
S_Streptpcoccus_sp_ HMT_064
S_Actinomyces_sp| HMT_17
S_Actinomyces_oris
S_Haem¢@philus_pdrainfluenzpe
S_Streptpcoccus_gprdonii
C_Gammlaproteobgcteria
G_Haempphilus
G_Schaalia
S_Granulicatella_agliacens
S_Streptpcoccus_pprasanguipis_clade_#11
G_Granulicatella
S_Streptpcoccus_splivarius
G_Neissgria
F_Carnobacteriacepe
G_Lautrdpia
F_Burkhglderiaceap
S_Lautropia_mirabllis
O_Burkhplderiales
F_Neisseriaceae
O_Neissgriales
S_Coryng¢bacterium_matruchotii
S_Actinomyces_sp| HMT_448
S_Streptpcoccus_iftermediug
G_Coryngbacterium
F_Coryng¢bacteriacpae
O_Coryngbacterialgs
F_Veillonellaceae
O_Veillonellales
S_Veillonella_multigpecies_sgp69_2
S_Streptpcoccus_npitis
S_Streptpcoccus_spnguinis
S_Streptpcoccus_sp_ HMT_4p3
P_Proteopacteria
G_Veillonella
C_Betapfoteobactgria
S_Rothia| dentocar|osa
S_Actinomyces_sp| HMT_169
G_Rothig
F_Microcpccaceae
O_Microgoccales
G_Actingmyces
F_Actinomycetaceae
O_Actingmycetaleg
P_Firmic{ites
P_Actinopacteria
C_Actinomycetia
G_Streptiococcus
F_Streptpcoccaceale
O_Lactobacillales
C_Bacilli

—5.271-4.221-3.171-2.121-1.071-0.021 1.029 2.079 3.129 4.179
LDA SCORE (log 10)



