Species
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SP157 Streptococcus gordonii
SP158 Ligilactobacillus salivarius

SP159 Absconditicoccaceae [G1] bacterium HMT-874

SP16 Pseudoleptotrichia sp. HMT-212

SP161 Selenomonadaceae [G1] bacterium HMT-150

SP162 Kingella oralis

SP163 Fretibacterium fastidiosum

SP164 Selenomonas sp. HMT-892

SP166 Fusobacterium nucleatum_sensu_stricto
SP167 Lactobacillus crispatus

SP169 Capnocytophaga sp._oral_taxon_335
SP17 Prevotella fusca

SP172 Porphyromonas sp. HMT-275
SP173 Solobacterium moorei

SP174 Lachnospiraceae [G3] bacterium HMT-100
SP175 Leptotrichia sp. HMT-417

SP177 Pseudoramibacter alactolyticus
SP178 Staphylococcus epidermidis

SP18 Parvimonas micra

SP180 Streptococcus sp. HMT-074

SP181 Stomatobaculum longum

SP182 Riemerella sp. HMT-322

SP183 Capnocytophaga sp._oral_taxon_412
SP184 Leptotrichia trevisanii

SP186 Prevotella sp. HMT-314

SP187 Odoribacteraceae [G3] bacterium HMT-280
SP188 Streptococcus parasanguinis

SP189 Corynebacterium sp._HMT-A16
SP191 Shuttleworthia satelles

SP192 Leptotrichia hongkongensis

SP193 Prevotella sp._oral_taxon_472
SP194 Treponema sp. HMT-951

SP195 Schaalia hongkongensis

SP196 Lachnoanaerobaculum orale

SP197 Selenomonas infelix

SP198 Fretibacterium sp. HMT-361

SP2 Actinomyces sp. HMT-897

SP20 Treponema maltophilum
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SP338 Campylobacter concisus

SP339 Oribacterium sinus

SP34 Fusobacterium sp. HMT-203
SP340 Actinomyces massiliensis

SP343 Hallella sp. HMT-315

SP345 Catonella sp. HMT-451

SP346 Neisseria oralis

SP35 Gemella haemolysans

SP351 Hornefia minuta

SP352 Segatella baroniae

SP355 Arachnia rubra

SP356 Filifactor alocis

SP357 Aggregatibacter aphrophilus
SP359 Dialister pneumosintes

SP362 Odoribacteraceae [G5] bacterium HMT-505
SP367 Ottowia sp. HMT-894

SP369 Fusobacterium naviforme

SP37 Treponema denticola

SP370 Treponema sp. HMT-236

SP371 Actinomyces sp. HMT-414
SP373 Aggregatibacter sp._oral_taxon_512
SP374 Anaeroglobus massiliensis
SP375 Odoribacteraceae [G5] bacterium HMT-511
SP376 Leptotrichia sp. HMT-223
SP377 Fusobacterium sp. HMT-370
SP378 Olsenella sp. HMT-807

SP379 Gallibacter brachus

SP38 Lachnoanaerobaculum saburreum
SP380 Anaerovoracaceae [G1] infirmum
SP381 Enterococcus italicus

SP384 Prevotella micans

SP385 Pseudoleptotrichia sp. HMT-392
SP387 Mogibacterium diversum

SP389 Treponema sp._HMT-G77

SP39 Segatella maculosa

SP391 Desulfobulbus oralis

SP392 Schaalia cardiffensis

SP393 Leptotrichia sp. HMT-225
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SP72 Actinomyces sp. HMT-170

SP74 Lachnospiraceae [G2] bacterium HMT-096
SP76 Selenomonas timonae

SP768 Lancefieldella sp. HMT-199

SP77 Schaalia odontolytica

SP771 Neisseria sicca

SP78 Selenomonas sp. HMT-442

SP781 Enterococcus faecalis

SP8 Granulicatella adiacens

SP80 Segatella oris

SP811 Actinomyces sp._HMT-C55

SP814 Streptococcus sp._ HMT-B66

SP82 Cardiobacterium valvarum

SP823 Enterococcus sp._ HMT-A43

SP83 Corynebacterium matruchotii

SP839 Treponema sp. HMT-254

SP84 Actinomyces naeslundii

SP85 Actinomyces israelii

SP853 Bacillus sp._HMT-C44

SP86 Treponema sp. HMT-237

SP863 Fusobacterium nucleatum_subsp._animalis
SP869 Olsenella uli

SP87 Haemophilus parainfluenzae

SP88 Selenomonas flueggei

SP89 Streptococcus australis

SP891 Odoribacteraceae [G4] bacterium HMT-509
SP9 Selenomonas sp._oral_taxon_137

SP90 Granulicatella elegans

SP908 Desulfovibrio sp. HMT-040

SP91 Selenomonas sp. HMT-919

SP92 Actinomyces dentalis

SP93 Johnsonella ignava

SP94 Capnocytophaga sp._oral_taxon_336
SP95 Leptotrichia buccalis

SP96 Prevotella vespertina

SP98 Saccharimonas sp. HMT-349

SP99 Peptostreptococcus stomatis

SPN1016 Segatella sp. HMT-300_nov_97.368%



