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S_Capnocytophaga_sp__oral_taxon_380
S_Selenomonas_sp__oral_taxon_137_nov_97_053

S_Capnocytophaga_sp__oral_taxon_335
S_Segatella_sp_HMT_300_nov_97_368

S_Capnocytophaga_sp__oral_taxon_336
S_Propionibacterium_acidifaciens

S_Pseudomonas_sp_HMT_032_nov_87_935
F_Pseudomonadaceae

G_Pseudomonas
O_Pseudomonadales

F_Bacillaceae
S_Bacillus_sp__HMT_C44

O_Bacillales
G_Bacillus

O_Corynebacteriales
G_Corynebacterium

S_Pseudoleptotrichia_goodfellowii
G_Propionibacterium

S_Leptotrichia_sp_HMT_223
S_Corynebacterium_sp__HMT_A16

F_Corynebacteriaceae
S_Haemophilus_sp_HMT_036

S_Porphyromonas_sp_HMT_275
S_Pyramidobacter_piscolens
S_Hoylesella_saccharolytica

S_Enterococcus_sp__HMT_A43
S_Saccharimonas_sp_HMT_347_nov_95_575

S_Campylobacter_sp__HMT_G43
F_Dethiosulfovibrionaceae

G_Pyramidobacter
S_Rhodobacter_capsulatus

F_Rhodobacteraceae
G_Rhodobacter

O_Rhodobacterales
C_Alphaproteobacteria

S_Tannerella_sp_HMT_808
S_Ruminococcaceae_G1__bacteriumHMT_075

G_Ruminococcaceae_G1_
S_Capnocytophaga_sp_HMT_338

S_Nanosynbacter_lyticus
S_Parvimonas_sp_HMT_110_nov_97_912

S_Saccharimonas_sp_HMT_347
S_Capnocytophaga_sp__oral_taxon_864

S_Metamycoplasma_salivarium
S_Cutibacterium_acnes

S_Actinomyces_sp__HMT_C55
S_Cardiobacterium_valvarum

S_Lachnoanaerobaculum_sp_HMT_496_nov_88_125
S_Parvisynbacter_sp_HMT_348

F_Parvisynbacteraceae
G_Parvisynbacter

S_Segatella_maculosa
S_Arachnia_rubra

S_Porphyromonas_catoniae
S_Segatella_oulorum

S_Capnocytophaga_periodontitidis
S_Cutibacterium_avidum_nov_91_667

S_Enterococcus_casseliflavus
S_Segatella_sp_HMT_300

S_Pseudoleptotrichia_sp_HMT_392
S_Actinomyces_timonensis
S_Corynebacterium_durum
S_Cardiobacterium_hominis

G_Lachnospiraceae_G3_
S_Lachnospiraceae_G3__bacteriumHMT_100

S_Capnocytophaga_sputigena
S_Prevotella_veroralis

S_Tannerella_serpentiformis
S_Aggregatibacter_sp_HMT_458
S_Capnocytophaga_leadbetteri

S_Alkalihalobacillus_clausii_nov_89_484
F_Bacillaceae

G_Alkalihalobacillus
G_Cutibacterium

S_Alkalibacterium_pelagium
G_Alkalibacterium

S_Pseudoleptotrichia_sp_HMT_212
S_Actinomyces_oris_nov_96_450

S_Enterococcus_sp__HMT_A78
F_Bifidobacteriaceae

S_Scardovia_wiggsiae
O_Bifidobacteriales

G_Scardovia
F_Cardiobacteriaceae

G_Cardiobacterium
O_Cardiobacteriales

S_Capnocytophaga_gingivalis
S_Neisseria_elongata

S_Schaalia_meyeri
S_Fusobacterium_nucleatum_subsp__animalis

G_Eikenella
S_Eikenella_corrodens

S_Peptidiphaga_gingivicola
S_Streptococcus_sp_HMT_058

S_Lactobacillus_gasseri
S_Schaalia_sp_HMT_180_nov_92_800

S_Oribacterium_sp_HMT_078
S_Actinomyces_sp_HMT_896

G_Lactobacillus
S_Actinomyces_johnsonii

S_Lachnoanaerobaculum_saburreum
S_Actinomyces_sp__oral_taxon_175_nov_97_764

S_Kingella_oralis
S_Lancefieldella_rimae

S_Leptotrichia_hongkongensis
G_Lachnoanaerobaculum

G_Kingella
S_Selenomonas_noxia
S_Arachnia_propionica

S_Saccharimonas_sp_HMT_349
S_Prevotella_denticola

G_Arachnia
S_Actinomyces_massiliensis

S_Rothia_aeria
S_Streptococcus_sp__oral_taxon_064

S_Enterococcus_italicus
F_Lactobacillaceae

S_Hoylesella_sp_HMT_317
S_Campylobacter_gracilis

S_Fusobacterium_sp_HMT_203
O_Propionibacteriales

F_Propionibacteriaceae
S_Streptococcus_sp_HMT_070

S_Actinomyces_naeslundii
F_Enterococcaceae

G_Enterococcus
F_Saccharimonadaceae

G_Saccharimonas
S_Actinomyces_sp_HMT_170

S_Streptococcus_cristatus
S_Actinomyces_gerencseriae

S_Actinomyces_sp__oral_taxon_175
S_Peptidiphaga_sp_HMT_183

F_Flavobacteriaceae
G_Capnocytophaga

C_Flavobacteriia
O_Flavobacteriales

S_Fusobacterium_polymorphum
F_Actinomycetaceae

O_Actinomycetales
G_Actinomyces

F_Burkholderiaceae
G_Lautropia

S_Lautropia_mirabilis
C_Actinobacteria

G_Peptidiphaga
S_Streptococcus_mutans

O_Burkholderiales
S_Segatella_oris

S_Streptococcus_gordonii
G_Segatella

G_Leptotrichia
S_Streptococcus_sanguinis
S_Fusobacterium_animalis

S_Streptococcus_sp_HMT_423
S_Streptococcus_intermedius
S_Actinomyces_sp_HMT_448

F_Leptotrichiaceae
S_Streptococcus_oralis
S_Rothia_dentocariosa

S_Corynebacterium_matruchotii
F_Corynebacteriaceae

G_Corynebacterium
O_Mycobacteriales

S_Actinomyces_oris
C_Actinomycetes

O_Actinomycetales
F_Actinomycetaceae

P_Actinomycetota
G_Actinomyces

S_Limosilactobacillus_oris
S_Lactobacillus_ultunensis

S_Streptococcus_multispecies_spp87_2
S_Campylobacter_concisus

S_Lachnoanaerobaculum_orale
S_Lactobacillus_sp__HMT_B73

S_Schaalia_sp_HMT_180_nov_97_942
G_Limosilactobacillus

S_Gemella_haemolysans
S_Prevotella_vespertina

S_Veillonella_multispecies_spp89_2
S_Streptococcus_sp_HMT_066

S_Streptococcus_parasanguinis_I
C_Gammaproteobacteria

O_Pasteurellales
F_Pasteurellaceae

S_Actinomyces_graevenitzii
S_Prevotella_histicola
C_Betaproteobacteria

S_Haemophilus_parainfluenzae
G_Haemophilus
O_Neisseriales

F_Neisseriaceae
S_Schaalia_sp_HMT_172

S_Streptococcus_australis
S_Streptococcus_vestibularis

S_Schaalia_odontolytica
S_Veillonella_atypica

G_Neisseria
F_Carnobacteriaceae

S_Granulicatella_adiacens
G_Granulicatella

subflava
S_Neisseria_flavescens

S_Streptococcus_infantis
S_Streptococcus_salivarius

G_Veillonella
S_Streptococcus_parasanguinis

O_Micrococcales
F_Micrococcaceae

G_Rothia
S_Rothia_mucilaginosa

S_Streptococcus_multispecies_spp30_2
P_Bacillota

F_Streptococcaceae
G_Streptococcus
O_Lactobacillales

C_Bacilli
S_Butyrivibrio_sp_HMT_080

S_Treponema_sp_HMT_242_nov_97_787
G_Butyrivibrio

S_Porphyromonas_sp_HMT_284_nov_97_764
S_Selenomonas_sp_HMT_892
S_Selenomonas_sp_HMT_919
S_Selenomonas_sp_HMT_481

S_Porphyromonas_sp_HMT_277
S_Bacteroides_heparinolyticus

S_Treponema_sp_HMT_253
G_Bacteroides

S_Absconditicoccaceae_G1__bacteriumHMT_345
S_Actinomyces_timonensis_nov_93_927

S_Mollicutes_O2F2G2__bacteriumHMT_906
S_Lachnoanaerobaculum_sp_HMT_083

F_Mollicutes_O2F2_
G_Mollicutes_O2F2G2_

O_Mollicutes_O2_
S_Selenomonas_sp_HMT_442

S_Prevotella_micans
S_Porphyromonas_sp_HMT_278

S_Olsenella_profusa
S_Neisseria_pharyngis

S_Treponema_sp_HMT_239
S_Hornefia_minuta

S_Treponema_sp_HMT_236
S_Alloprevotella_rava

S_Tannerella_forsythia_nov_97_325
S_Anaerovoracaceae_G2__bacteriumHMT_091

G_Anaerovoracaceae_G2_
S_Desulfovibrio_sp_HMT_040_nov_93_173

S_Peptoanaerobacter_stomatis
G_Anaerovoracaceae_G3_

S_Anaerovoracaceae_G3__bacteriumHMT_495
S_Actinomyces_sp_HMT_897_nov_97_787

S_Selenomonas_flueggei
G_Lachnospiraceae__G_

S_Lachnospiraceae__G__sp__HMT_B32
S_Lancefieldella_sp_HMT_199

S_Selenomonadaceae_G1__bacteriumHMT_155
F_Lachnospiraceae__XIVa_
S_Treponema_sp_HMT_256

G_Bulleidia
S_Bulleidia_extructa

S_Hallella_sp_HMT_376
F_Saccharimonadales_F1_

S_Saccharimonadales_F1G1__bacteriumHMT_350
S_Treponema_sp_HMT_951

G_Saccharimonadales_F1G1_
S_Prevotella_fusca

S_Aggregatibacter_sp__oral_taxon_512
S_Treponema_sp_HMT_268

S_Odoribacteraceae_G4__bacteriumHMT_509
G_Odoribacteraceae_G4_
S_Selenomonas_timonae

S_Treponema_sp_HMT_230
S_Odoribacteraceae_G5__bacteriumHMT_505

S_Catonella_sp_HMT_451
S_Treponema_multispecies_spp68_2

S_Treponema_sp_HMT_258
S_Desulfovibrio_sp_HMT_040

S_Selenomonadaceae_G1__bacteriumHMT_145
S_Lachnoanaerobaculum_sp_HMT_089

G_Stomatobaculum
S_Stomatobaculum_sp_HMT_373

S_Selenomonadaceae_G1__bacteriumHMT_132
S_Treponema_sp_HMT_263

S_Fretibacterium_sp_HMT_358
F_Clostridiales__F_

S_Odoribacteraceae_G5__bacteriumHMT_511_nov_97_934
G_Clostridiales__G_

S_Clostridiales__G__sp__HMT_G74
S_Segatella_baroniae

S_Odoribacter_sp_HMT_516
S_Clostridiales_F1G1__bacteriumHMT_093

S_Anaerovoracaceae_G1__infirmum
F_Desulfomicrobiaceae

G_Odoribacter
G_Desulfomicrobium

F_Clostridiales_F1_
G_Clostridiales_F1G1_
S_Johnsonella_ignava

S_Desulfomicrobium_orale
S_Treponema_sp__HMT_G77

S_Hoylesella_oralis
S_Peptoniphilaceae_G2__bacteriumHMT_790_nov_89_648

S_Odoribacteraceae_G3__bacteriumHMT_365
G_Peptoniphilaceae_G2_

S_Hoylesella_sp_HMT_317_nov_97_967
S_Selenomonadaceae_G1__bacteriumHMT_150

S_Prevotella_veroralis_nov_97_363
S_Actinomyces_oricola

S_Hallella_dentalis
S_Peptidiphaga_gingivicola_nov_96_531

S_Odoribacteraceae_G5__bacteriumHMT_505_nov_96_281
C_Anaerolineae

O_Anaerolineales
S_Anaerolineae_G1__bacteriumHMT_439

P_Chloroflexota
F_Anaerolineaceae

G_Anaerolineae_G1_
S_Segatella_sp_HMT_443

S_Pedobacter_sp_HMT_933_nov_79_637
G_Pedobacter

S_Treponema_medium
S_Anaerovoracaceae_G4__bacteriumHMT_103

G_Slackia
S_Slackia_exigua

G_Anaerovoracaceae_G4_
C_Sphingobacteriia

F_Sphingobacteriaceae
F_Coprobacillaceae

S_Phocaeicola_abscessus
G_Phocaeicola

S_Eggerthia_catenaformis
G_Eggerthia

G_Desulfovibrio
O_Sphingobacteriales

F_Desulfovibrionaceae
O_Eggerthellales

F_Eggerthellaceae
S_Actinomyces_israelii_nov_96_844

S_Aggregatibacter_sp_HMT_513
S_Campylobacter_showae

S_Campylobacter_rectus
S_Prevotella_sp_HMT_314

S_Treponema_sp_HMT_234
S_Odoribacteraceae_G3__bacteriumHMT_280
S_Odoribacteraceae_G5__bacteriumHMT_507

S_Peptoanaerobacter_yurii
F_Bacteroidaceae

S_Aggregatibacter_segnis
S_Peptococcus_sp_HMT_167

S_Treponema_sp_HMT_238
S_Anaeroglobus_massiliensis

S_Selenomonas_infelix
G_Peptococcus

F_Peptococcaceae
G_Hallella

S_Selenomonas_dianae
S_Lachnospiraceae_G8__bacteriumHMT_500

G_Lachnospiraceae_G8_
S_Treponema_sp_HMT_262

G_Peptoanaerobacter
S_Hoylesella_koreensis

O_Desulfovibrionales
S_Schaalia_cardiffensis

S_Metamycoplasma_faucium
S_Selenomonas_sp_HMT_134

S_Treponema_sp_HMT_257
S_Schaalia_hongkongensis

S_Treponema_sp__HMT_G85
S_Treponema_maltophilum

G_Fusobacteria__G_1_
S_Fusobacteria__G_1__sp__HMT_A71

O_Fusobacteria__O_
F_Fusobacteria__F_

S_Fretibacterium_sp_HMT_361
F_Peptostreptococcaceae__XI_

S_Peptostreptococcaceae__XI__G_4__sp__oral_taxon_369
G_Peptostreptococcaceae__XI__G_4_

G_Odoribacteraceae_G3_
S_Leptotrichia_sp__HMT_B57

S_Treponema_sp_HMT_231
O_Mycoplasmoidales

S_Odoribacteraceae_G5__bacteriumHMT_511
F_Metamycoplasmataceae

G_Metamycoplasma
S_Prevotella_sp_HMT_304
S_Dialister_pneumosintes

S_Catonella_morbi
G_Selenomonadaceae_G1_

S_Prevotella_multiformis
S_Olsenella_uli

S_Treponema_sp_HMT_247
P_Mycoplasmatota

C_Mollicutes
G_Peptoniphilaceae_G1_

S_Peptoniphilaceae_G1__bacteriumHMT_113
G_Treponema

F_Spirochaetaceae
S_Johnsonella_sp_HMT_166

G_Catonella
S_Treponema_lecithinolyticum

S_Leptotrichia_sp_HMT_498
S_Hornefia_nodatum

O_Clostridiales
S_Anaeroglobus_geminatus

G_Mogibacterium
S_Pseudoramibacter_alactolyticus

F_Eubacteriaceae
G_Pseudoramibacter

G_Hornefia
S_Fusobacterium_sp_HMT_204

G_Johnsonella
S_Actinomyces_israelii_nov_97_426

S_Leptotrichia_buccalis
F_Peptostreptococcaceae

S_Peptostreptococcus_stomatis
G_Peptostreptococcus

S_Mogibacterium_timidum
S_Nanoperiomorbus_periodonticus

G_Nanoperiomorbus
F_Nanoperiomorbaceae

G_Anaeroglobus
S_Saccharimonas_sp_HMT_346

S_Fusobacterium_multispecies_spp13_2
S_Fusobacterium_nucleatum_sensu_stricto

O_Eubacteriales
S_Actinomyces_sp_HMT_414

G_Odoribacteraceae_G5_
S_Dialister_invisus

G_Anaerovoracaceae_G5_
S_Anaerovoracaceae_G5__saphenum

S_Gemella_morbillorum
G_Gallibacter

S_Gallibacter_brachus
S_Actinomyces_sp_HMT_897

F_Desulfobulbaceae
G_Desulfobulbus

S_Desulfobulbus_oralis
O_Desulfobacterales

G_Aggregatibacter
S_Olsenella_sp_HMT_807

S_Selenomonas_sputigena
S_Leptotrichia_wadei

S_Hoylesella_pleuritidis
G_Dialister

S_Treponema_socranskii
S_Fretibacterium_sp_HMT_359

C_Deltaproteobacteria
S_Treponema_sp_HMT_237

F_Campylobacteraceae
C_Epsilonproteobacteria

G_Campylobacter
O_Campylobacterales

F_Odoribacteraceae
S_Streptococcus_constellatus

G_Olsenella
F_Lachnospiraceae

O_Lachnospirales
S_Fretibacterium_sp_HMT_362

S_Streptococcus_anginosus
S_Actinomyces_dentalis

S_Tannerella_forsythia
S_Filifactor_alocis

G_Filifactor
G_Alloprevotella

S_Treponema_denticola
S_Paludibacteraceae_G1__bacteriumHMT_274

G_Paludibacteraceae_G1_
F_Paludibacteraceae

S_Prevotella_nigrescens
S_Alloprevotella_tannerae

F_Filifactoraceae
F_Tannerellaceae

G_Tannerella
C_Saccharimonadia

O_Saccharimonadales
P_Patescibacteria

S_Actinomyces_israelii
S_Actinomyces_sp_HMT_525

S_Fretibacterium_fastidiosum
G_Hoylesella

S_Fretibacterium_sp_HMT_360
G_Selenomonas

S_Porphyromonas_endodontalis
F_Anaerovoracaceae

F_Selenomonadaceae
O_Selenomonadales

S_Prevotella_intermedia
S_Parvimonas_micra

G_Parvimonas
O_Tissierellales

F_Peptoniphilaceae
O_Peptostreptococcales

F_Treponemataceae
G_Treponema

P_Spirochaetota
C_Spirochaetia

O_Spirochaetales
F_Synergistaceae
G_Fretibacterium

P_Synergistota
C_Synergistia

O_Synergistales
S_Fusobacterium_vincentii

S_Porphyromonas_gingivalis
F_Porphyromonadaceae

G_Porphyromonas
C_Clostridia

F_Fusobacteriaceae
G_Fusobacterium

O_Fusobacteriales
P_Fusobacteriota
C_Fusobacteriia

C_Bacteroidia
O_Bacteroidales
P_Bacteroidota

F_Ruminococcaceae
S_Veillonella_sp_HMT_780

G_Nanosyncoccus
F_Nanosyncoccaceae

S_Nanosyncoccus_sp_HMT_351
G_Ruminococcaceae_G2_

S_Ruminococcaceae_G2__bacteriumHMT_085
S_Alloprevotella_sp_HMT_473

S_Hoylesella_shahii
S_Granulicatella_elegans

G_Absconditicoccaceae_G1_
F_Absconditicoccaceae
C_Patescibacteria_C1_

O_Absconditabacterales
S_Fannyhessea_sp_HMT_416

G_Fannyhessea
F_Nanosynbacteraceae

G_Nanosynbacter
S_Absconditicoccaceae_G1__bacteriumHMT_875

S_Leptotrichia_sp_HMT_218
S_Oribacterium_asaccharolyticum

G_Anaerovoracaceae_G1_
F_Erysipelotrichaceae

S_Schaalia_multispecies_spp103_2
C_Erysipelotrichia

O_Erysipelotrichales
S_Anaerovoracaceae_G1__sulci
S_Nanosynbacter_sp_HMT_352

S_Solobacterium_moorei
G_Solobacterium

S_Leptotrichia_sp_HMT_221
G_Oribacterium

G_Lachnospiraceae_G2_
S_Lachnospiraceae_G2__bacteriumHMT_096

S_Hoylesella_nanceiensis
S_Moryella_sp_HMT_097

G_Moryella
S_Pseudoleptotrichia_sp_HMT_215

S_Alloprevotella_sp_HMT_308
S_Mogibacterium_diversum

S_Parvimonas_sp_HMT_393_nov_97_077
S_Segatella_salivae

G_Lancefieldella
S_Streptococcus_sp_HMT_057

G_Megasphaera
S_Megasphaera_micronuciformis

S_Streptococcus_multispecies_sppn75_2_nov_97_992
S_Prevotella_pallens

S_Lancefieldella_parvula
S_Schaalia_lingnae
S_Prevotella_jejuni

S_Streptococcus_sp_HMT_074
S_Porphyromonas_pasteri

S_Schaalia_sp_HMT_180
S_Streptococcus_mitis

O_Caryophanales
F_Gemellaceae

G_Gemella
S_Gemella_sanguinis

S_Veillonella_parvula_group
C_Negativicutes

S_Prevotella_melaninogenica
G_Prevotella

G_Schaalia
O_Veillonellales

F_Veillonellaceae

Significantly Represented Taxa

Healthy_Plaque Healthy_Saliva Plaque_Periodontitis Saliva_Periodontitis


