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P_Actinomycetota
C_Actinomycetes
O_Actinomycetales
F_Actinomycetaceae
O_Lactobacillales
C_Bacilli
G_Actinomyces
F_Streptococcaceae
G_Streptococcus
S_Actinomyces_oris
O_Micrococcales
F_Micrococcaceae
G_Rothia
S_Actinomyces_sp_HMT_448
S_Rothia_dentocariosa
O_Mycobacteriales
F_Corynebacteriaceae
G_Corynebacterium
S_Streptococcus_intermedius
S_Fusobacterium_animalis
O_Burkholderiales
S_Lautropia_mirabilis
F_Burkholderiaceae
G_Lautropia
G_Segatella
S_Streptococcus_mutans
G_Veillonella
S_Segatella_oris
F_Lactobacillaceae
S_Veillonella_parvula_group
S_Actinomyces_gerencseriae
G_Peptidiphaga
S_Streptococcus_salivarius
S_Streptococcus_cristatus
S_Streptococcus_parasanguinis
S_Granulicatella_adiacens
S_Peptidiphaga_sp_HMT_183
G_Granulicatella
F_Carnobacteriaceae
G_Lactobacillus
S_Rothia_mucilaginosa
G_Lancefieldella
S_Lactobacillus_gasseri
S_Prevotella_denticola
F_Enterococcaceae
G_Enterococcus
S_Rothia_aeria
G_Capnocytophaga
F_Flavobacteriaceae
S_Leptotrichia_hongkongensis
O_Flavobacteriales
C_Flavobacteriia
S_Fusobacterium_sp_HMT_203
S_Actinomyces_sp__oral_taxon_175_nov_97_764
G_Limosilactobacillus
S_Enterococcus_italicus
S_Scardovia_wiggsiae
O_Bifidobacteriales
F_Bifidobacteriaceae
G_Scardovia
O_Propionibacteriales
F_Propionibacteriaceae
S_Actinomyces_sp_HMT_525
S_Oribacterium_sp_HMT_078
S_Saccharimonas_sp_HMT_349
G_Kingella
G_Oribacterium
S_Lancefieldella_parvula
S_Actinomyces_sp_HMT_896
S_Kingella_oralis
S_Capnocytophaga_gingivalis
S_Actinomyces_oris_nov_96_450
S_Schaalia_sp_HMT_180
S_Veillonella_atypica
S_Saccharimonas_sp_HMT_346
F_Dethiosulfovibrionaceae
S_Propionibacterium_acidifaciens
S_Pyramidobacter_piscolens
G_Pyramidobacter
G_Propionibacterium
S_Schaalia_sp_HMT_172
S_Cardiobacterium_hominis
S_Pseudoleptotrichia_goodfellowii
S_Streptococcus_parasanguinis_I
S_Treponema_sp_HMT_231
S_Segatella_oulorum

S_Lachnoanaerobaculum_sp_HMT_089
S_Treponema_sp_HMT_263

G_Desulfovibrio
G_Stomatobaculum

F_Desulfovibrionaceae
G_Pseudomonas

S_Pseudomonas_sp_HMT_032_nov_87_935
S_Fusobacterium_sp_HMT_370

O_Pseudomonadales
F_Pseudomonadaceae

S_Lachnospiraceae__G__sp__HMT_B32
G_Lachnospiraceae__G_

F_Lachnospiraceae__XIVa_
S_Stomatobaculum_sp_HMT_373

S_Treponema_sp_HMT_256
S_Treponema_sp_HMT_230
S_Eggerthia_catenaformis

F_Coprobacillaceae
G_Eggerthia

S_Actinomyces_israelii_nov_96_844
S_Aggregatibacter_sp__oral_taxon_512

S_Hallella_dentalis
S_Odoribacteraceae_G5__bacteriumHMT_511

S_Haemophilus_haemolyticus
G_Selenomonadaceae_G1_
S_Treponema_sp_HMT_258

S_Odoribacteraceae_G3__bacteriumHMT_365
S_Phocaeicola_abscessus

S_Treponema_multispecies_spp68_2
S_Prevotella_histicola

S_Fretibacterium_sp_HMT_358
S_Catonella_sp_HMT_451

G_Phocaeicola
S_Anaerolineae_G1__bacteriumHMT_439

F_Anaerolineaceae
G_Anaerolineae_G1_

O_Anaerolineales
P_Chloroflexota
C_Anaerolineae

G_Anaerovoracaceae_G4_
S_Treponema_sp__HMT_G77

S_Anaerovoracaceae_G4__bacteriumHMT_103
G_Clostridiales__G_

S_Selenomonas_sp_HMT_134
S_Prevotella_fusca

S_Actinomyces_timonensis_nov_93_927
F_Clostridiales__F_

S_Clostridiales__G__sp__HMT_G74
S_Lachnospiraceae_G2__bacteriumHMT_096

S_Olsenella_profusa
S_Peptoanaerobacter_yurii

S_Selenomonas_infelix
G_Lachnospiraceae_G2_

S_Hoylesella_sp_HMT_317_nov_97_967
S_Saccharimonadales_F1G1__bacteriumHMT_350

F_Saccharimonadales_F1_
G_Saccharimonadales_F1G1_

G_Clostridiales_F1G1_
S_Clostridiales_F1G1__bacteriumHMT_093

F_Clostridiales_F1_
G_Alkalibacterium

S_Alkalibacterium_pelagium
G_Odoribacter

S_Odoribacteraceae_G3__bacteriumHMT_280
G_Hallella

S_Odoribacter_sp_HMT_516
S_Actinomyces_oricola

S_Streptococcus_sinensis
S_Veillonella_sp_HMT_780

S_Alloprevotella_sp_HMT_473
S_Campylobacter_rectus

S_Neisseria_pharyngis
F_Bacteroidaceae

S_Desulfomicrobium_orale
S_Streptococcus_sp_HMT_066

S_Prevotella_sp_HMT_314
S_Prevotella_multiformis

G_Desulfomicrobium
F_Desulfomicrobiaceae

S_Schaalia_meyeri
G_Peptoanaerobacter

S_Treponema_sp_HMT_234
S_Parvimonas_sp_HMT_110_nov_97_912

S_Segatella_sp_HMT_443
S_Aggregatibacter_sp_HMT_513

S_Olsenella_uli
S_Treponema_maltophilum

S_Treponema_lecithinolyticum
G_Lachnospiraceae_G8_

S_Peptococcus_sp_HMT_167
S_Lachnospiraceae_G8__bacteriumHMT_500

S_Dialister_pneumosintes
S_Actinomyces_israelii_nov_97_426

S_Selenomonas_dianae
F_Peptococcaceae

G_Peptococcus
S_Schaalia_hongkongensis

S_Anaeroglobus_massiliensis
S_Fusobacterium_periodonticum

O_Desulfovibrionales
S_Fretibacterium_sp_HMT_361

G_Metamycoplasma
O_Mycoplasmoidales

F_Metamycoplasmataceae
S_Schaalia_cardiffensis

S_Aggregatibacter_segnis
S_Hoylesella_koreensis

S_Peptostreptococcaceae__XI__G_4__sp__oral_taxon_369
G_Peptostreptococcaceae__XI__G_4_

F_Peptostreptococcaceae__XI_
S_Nanoperiomorbus_periodonticus

F_Nanoperiomorbaceae
G_Nanoperiomorbus

S_Treponema_sp_HMT_262
S_Fusobacterium_sp_HMT_204

G_Odoribacteraceae_G3_
S_Treponema_socranskii

S_Treponema_sp_HMT_238
S_Metamycoplasma_faucium
S_Leptotrichia_sp__HMT_B57

S_Treponema_sp_HMT_247
C_Mollicutes

P_Mycoplasmatota
S_Treponema_sp__HMT_G85

S_Catonella_morbi
S_Campylobacter_sp_HMT_044

S_Anaeroglobus_geminatus
S_Leptotrichia_sp_HMT_498

G_Mogibacterium
G_Pseudoramibacter

F_Eubacteriaceae
S_Pseudoramibacter_alactolyticus

S_Treponema_sp_HMT_257
S_Prevotella_sp_HMT_304

S_Hornefia_nodatum
G_Olsenella

S_Peptoniphilaceae_G1__bacteriumHMT_113
G_Peptoniphilaceae_G1_

F_Spirochaetaceae
G_Treponema

G_Catonella
S_Mogibacterium_timidum

G_Hornefia
O_Clostridiales

S_Actinomyces_sp_HMT_897
F_Fusobacteria__F_

G_Fusobacteria__G_1_
O_Fusobacteria__O_

S_Johnsonella_sp_HMT_166
S_Fusobacteria__G_1__sp__HMT_A71

S_Streptococcus_multispecies_spp30_2
S_Streptococcus_constellatus

G_Anaeroglobus
G_Johnsonella

S_Actinomyces_israelii
G_Odoribacteraceae_G5_

O_Eubacteriales
S_Desulfobulbus_oralis

O_Desulfobacterales
F_Desulfobulbaceae

G_Desulfobulbus
F_Paludibacteraceae

G_Paludibacteraceae_G1_
S_Paludibacteraceae_G1__bacteriumHMT_274

G_Anaerovoracaceae_G5_
S_Anaerovoracaceae_G5__saphenum

S_Actinomyces_sp__oral_taxon_175
F_Peptostreptococcaceae

G_Peptostreptococcus
S_Peptostreptococcus_stomatis
S_Fretibacterium_sp_HMT_359

C_Deltaproteobacteria
F_Tannerellaceae

G_Tannerella
G_Hoylesella

S_Actinomyces_sp_HMT_414
S_Tannerella_forsythia

F_Odoribacteraceae
S_Alloprevotella_tannerae

S_Treponema_sp_HMT_237
G_Alloprevotella

S_Fretibacterium_fastidiosum
S_Treponema_denticola

S_Fretibacterium_sp_HMT_362
S_Filifactor_alocis

G_Filifactor
S_Porphyromonas_endodontalis

F_Filifactoraceae
G_Prevotella

F_Anaerovoracaceae
S_Fretibacterium_sp_HMT_360

S_Parvimonas_micra
G_Parvimonas

S_Prevotella_intermedia
O_Tissierellales

F_Peptoniphilaceae
S_Fusobacterium_vincentii

O_Peptostreptococcales
F_Treponemataceae

G_Treponema
P_Synergistota
C_Synergistia

O_Synergistales
P_Spirochaetota
C_Spirochaetia

O_Spirochaetales
F_Synergistaceae
G_Fretibacterium

S_Porphyromonas_gingivalis
C_Clostridia

F_Porphyromonadaceae
G_Porphyromonas

P_Bacteroidota
C_Bacteroidia

O_Bacteroidales

Significantly Represented Taxa
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