Species

SP155 Neisseria elongata

SP158 Limosilactobacillus fermentum
SP159 Haemophilus haemolyticus

SP16 Leptotrichia sp. HMT-221

SP160 Fusobacterium naviforme

SP161 Mitsuokella sp. HMT-521

SP162 Streptococcus sp._oral_taxon_064
SP164 Lachnoanaerobaculum umeaense
SP165 Staphylococcus epidermidis
SP166 Anaerolineae [G1] bacterium HMT-439
SP167 Actinomyces oris

SP168 Dialister invisus

SP169 Prevotella intermedia

SP17 Pseudoleptotrichia sp. HMT-215
SP170 Nanosynbacter sp. HMT-352
SP171 Prevotella sp._oral_taxon_472
SP172 Campylobacter gracilis

SP173 Actinomyces naeslundii

SP174 Fretibacterium sp. HMT-361
SP177 Anaerovoracaceae [G1] infirmum
SP179 Actinomyces sp._oral_taxon_175
SP18 Selenomonas felix

SP180 Treponema sp._ HMT-G77

SP181 Peptostreptococcaceae_[XI][G-4] sp._oral_taxon_369

SP182 Fusobacteria_[G-1] sp._ HMT-A71
SP184 Abiotrophia defectiva

SP185 Lachnoanaerobaculum sp. HMT-083
SP187 Actinomyces sp. HMT-170

SP188 Hoylesella koreensis

SP189 Treponema sp. HMT-263

SP19 Fusobacterium vincentii

SP190 Desulfobulbus oralis

SP191 Streptococcus sp. HMT-058
SP192 Selenomonas sp. HMT-146
SP193 Eikenella corrodens

SP194 Treponema sp. HMT-951

SP195 Mollicutes [02 F2 G2] bacterium HMT-906

SP197 Actinomyces gerencseriae
SP198 Johnsonella sp. HMT-166

SP32 Parvimonas sp. HMT-393

SP320 Fretibacterium sp. HMT-360
SP324 Capnocytophaga sp._oral_taxon_864
SP326 Limosilactobacillus oris

SP327 Aggregatibacter sp._oral_taxon_512
SP329 Desulfomicrobium orale

SP33 Selenomonas sputigena

SP330 Actinomyces sp._oral_taxon_877
SP333 Selenomonas sp._oral_taxon_149
SP334 Lancefieldella parvula

SP335 Aggregatibacter sp. HMT-513
SP338 Saccharimonas sp. HMT-347
SP339 Treponema lecithinolyticum

SP34 Capnocytophaga gingivalis

SP340 Metamycoplasma faucium

SP343 Prevotella sp. HMT-304

SP344 Cryptobacterium curtum

SP346 Nanosynbacter lyticus

SP35 Alloprevotella rava

SP350 Mogibacterium timidum

SP351 Capnocytophaga periodontitidis
SP352 Neisseria oralis

SP36 Parvimonas sp. HMT-110

SP360 Schaalia sp. HMT-172

SP361 Pseudoramibacter alactolyticus
SP362 Anaeroglobus massiliensis

SP365 Lancefieldella rimae

SP366 Leptotrichia sp. HMT-218

SP368 Tannerella sp. HMT-808

SP369 Capnocytophaga sputigena

SP37 Streptococcus anginosus

SP372 Prevotella histicola

SP374 Hallella sp. HMT-315

SP376 Selenomonas sp. HMT-919
SP377 Filifactor alocis

SP379 Streptococcus sp._HMT-B66
SP38 Actinomyces dentalis

SP380 Aggregatibacter actinomycetemcomitans
SP381 Tannerella forsythia

SP7 Treponema sp. HMT-234
SP706 Bacteroides heparinolyticus
SP71 Slackia exigua

SP72 Schaalia sp. HMT-180
SP720 Neisseria bacilliformis
SP725 Actinomyces sp._HMT-C55
SP73 Selenomonas timonae
SP737 Fannyhessea sp. HMT-416
SP746 Enterococcus sp._ HMT-A43
SP75 Leptotrichia sp. HMT-498
SP751 Enterococcus casseliflavus
SP753 Enterococcus italicus

SP764 Saccharimonadales [F1 G1] bacterium HMT-350

SP77 Rothia mucilaginosa

SP78 Anaeroglobus geminatus

SP784 Odoribacteraceae [G4] bacterium HMT-509
SP8 Streptococcus mitis

SP80 Treponema vincentii

SP81 Actinomyces oricola

SP82 Treponema denticola

SP829 Anaerovoracaceae [G4] bacterium HMT-103
SP83 Hoylesella loescheii

SP84 Odoribacteraceae [G5] bacterium HMT-511
SP840 Desulfovibrio sp. HMT-040

SP86 Oribacterium asaccharolyticum

SP87 Segatella salivae

SP88 Streptococcus oralis

SP89 Porphyromonas catoniae

SP90 Rhodobacter capsulatus

SP91 Alloprevotella sp. HMT-473

SP93 Clostridiales [F1 G1] bacterium HMT-093
SP94 Hoylesella sp. HMT-317

SP95 Gemella sanguinis

SP96 Catonella morbi

SP97 Neisseria flavescens

SP98 Veillonella dispar

SP99 Treponema sp. HMT-238

SP998 Campylobacter sp._HMT-G43

SPN1014 Segatella sp. HMT-300_nov_97.368%



