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G_Allogrevotella
S_Allogrevotella_ftannerae

9 Fretibactprium_sp_HMT_359
F_$elenomonadaceae
H_Odoribadteraceae
F_Lachnogpiraceae
O_Lachrfospirales
Q_Selenomponadales
G_Desulfobulbus
A_Desulfobulbaceae
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G_Selepomonas
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S_Pspudoramilacter_alagtolyticus
B_Streptoqoccus_constellatus

G| Hornefia
G| Dialister
S_Selerjomonas_d4putigena
G_Leptotrichia
S_Olsenella_sp_HMT_807
G_Odgribacterageae_G5_
P_Patesgibacteria
S| Hornefia_jnodatum
G_Peptoniphilageae_G1_
S_Peptoniphilageae_G1_ pacteriumHMT_113
S_Prgvotella_mpltiformis
G_Hoylesella
O_baccharimonadales
[_Saccharjmonadia
G_Nanoperjomorbus
F_Ngnoperiomprbaceae
S_Napoperiomdrbus_peri¢pdonticus
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S_Peptastreptocofcaceae_[XI__G_4_ $p_ oral_tgxon_369
S_Trepohema_maltophilum
S_Metamycoplasmd faucium
S_Trepohema_sp_HMT_247
G_Metamy¢oplasma
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S_Haem¢gphilus_pdarainfluenzge
C_Gamm)aproteobgcteria
G_Entergcoccus
F_Enterococcaceasg
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S_Streptpcoccus_sp_ HMT_42B
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