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P_Actinomycetota
C_Actinomycetes
O_Actinomycetales
F_Actinomycetaceae
O_Lactobacillales
C_Bacilli
G_Actinomyces
F_Streptococcaceae
G_Streptococcus
S_Actinomyces_oris
O_Micrococcales
F_Micrococcaceae
G_Rothia
S_Actinomyces_sp_HMT_448
S_Rothia_dentocariosa
O_Mycobacteriales
F_Corynebacteriaceae
G_Corynebacterium
S_Streptococcus_intermedius
S_Fusobacterium_animalis
O_Burkholderiales
S_Lautropia_mirabilis
F_Burkholderiaceae
G_Lautropia
G_Veillonella
G_Segatella
S_Streptococcus_mutans
F_Lactobacillaceae
S_Segatella_oris
S_Veillonella_multispecies_spp16_2
S_Streptococcus_parasanguinis
G_Peptidiphaga
S_Peptidiphaga_sp_HMT_183
S_Streptococcus_cristatus
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F_Carnobacteriaceae
G_Lactobacillus
S_Lactobacillus_gasseri
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C_Flavobacteriia
O_Flavobacteriales
S_Actinomyces_sp__oral_taxon_175_nov_97_764
S_Enterococcus_italicus
S_Fusobacterium_sp_HMT_203
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S_Pyramidobacter_piscolens
S_Schaalia_sp_HMT_172
S_Cardiobacterium_hominis
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G_Propionibacterium
S_Treponema_sp_HMT_231
S_Streptococcus_parasanguinis_I
S_Pseudoleptotrichia_goodfellowii
S_Segatella_oulorum
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G_Odoribacter
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G_Hallella
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S_Odoribacteraceae_G3__bacteriumHMT_280

S_Campylobacter_rectus
F_Desulfomicrobiaceae

G_Desulfomicrobium
S_Neisseria_pharyngis
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S_Veillonella_sp_HMT_780

S_Alloprevotella_sp_HMT_473
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S_Streptococcus_sinensis
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S_Neisseria_subflava

G_Peptoanaerobacter
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G_Peptococcus
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S_Metamycoplasma_faucium
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S_Treponema_socranskii
P_Mycoplasmatota
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S_Leptotrichia_sp_HMT_498
S_Anaeroglobus_geminatus

F_Eubacteriaceae
G_Pseudoramibacter
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S_Leptotrichia_sp__HMT_B57
S_Catonella_morbi
G_Mogibacterium
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S_Prevotella_sp_HMT_304
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S_Mogibacterium_timidum

F_Spirochaetaceae
G_Treponema
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O_Clostridiales

S_Johnsonella_sp_HMT_166
G_Fusobacteria__G_1_

F_Fusobacteria__F_
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S_Fretibacterium_fastidiosum
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S_Treponema_denticola
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G_Filifactor
F_Filifactoraceae

F_Anaerovoracaceae
G_Prevotella

S_Fretibacterium_sp_HMT_360
S_Parvimonas_micra

G_Parvimonas
S_Prevotella_intermedia

O_Tissierellales
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S_Fusobacterium_vincentii
O_Peptostreptococcales

F_Treponemataceae
G_Treponema

P_Synergistota
C_Synergistia

O_Synergistales
P_Spirochaetota
C_Spirochaetia

O_Spirochaetales
F_Synergistaceae
G_Fretibacterium
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C_Clostridia
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